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<210> 1648 
<211> 319 
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<213> Unknown (H38g565 protein) 
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<213> Unknown (H38g566 protein) 
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<211> 313 
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<210> 1651 

<211> 314 

<212> PRT 

<213> Unknown (H38g568 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
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<223> Xaa = Any Amino Acid 
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<210> 1652 
<211> 314 
<212> PRT 

<213> Unknown (H38g569 protein) 
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<223> Synthetic construct 
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60 

Gly Phe Thr Ser Ala Thr Val Pro 
75 80 
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jjy & 


lie l_ 


He 

lie 


Val 


Asp Met 


Gin 


Ser 


His 


Ser 


Ara 


Val 


He 


Ser 


Tyr 


Glu 








85 










90 










95 




wiy 






Thr 


Arg Met 


Ser 


Phe 


Leu 


Val 


Leu 


Phe 


Ala 


Cvs 
i 


Thr 


Glu 




100 










105 










110 






Asp 


Mot* 


Leu 


Lsu 


Thr 


Val 


Met 


Ala 


Tvr 


Asp 


Cvs 


Phe 


Val 


Ala 


He 


Cys 




115 










120 










125 








Arg 


Pro 
130 


Leu 


His 


Tyr 


Pro 


Val 
135 


He 


Val 


Asn 


Pro 


His 
140 


Leu 


Cys 


Val 


Phe 


XT lit; 


lie 


Leu 


Val 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


145 










150 










155 










160 


Ser 


Xaa 


vax 


Val 


Leu 
165 


Gin 


Phe 


Thr 


Phe 


Phe 
170 


Asn 


Asn 


Val 


Glu 


He 
175 


Ser 


Asn 


Phe 


Val 


r*vc 
180 


Glu 


Pro 


Ser 


Gin 


Leu 
185 


Val 


Asn 


Leu 


Ala 


Ser 
190 


Ser 


Asp 


Coy 


Val 


v d i 

195 


A on 


Ser 


He 


Phe 


He 
200 


Tvr 


Phe 


Asp 


Ser 


Thr 
205 


Met 


Phe 


Gly 




Leu 


pro 

XT 1 V-> 


Tip 
1 ic 


Leu Gly 


Val 


Leu 


Leu 


Ser 


His 


Tvr 


Lvs 
*-* j — * 


He 


Val 


Pro 




210 










215 










220 










Ser 


Tip 
lie 


Leu 


Arg 


He 


Ser 


Ser 


Ser 


Asp 


Glv 


Lys 


Tvr 


Lvs 


Val 


Phe 


Ala 


225 










230 










235 










240 


J. ill 


Cys 


v>iy 


OCJ1 


His 
245 


Leu 


Ala 


Val 


Val 


Cys 
250 


Xaa 


Phe 


Asp 


Glv 


Thr 

255 


Gly 


Tip 

lie 


Asp 


iTltr U 


xyr 
260 


Leu 


Thr 


Ser 


Ala 


Val 

265 


Ser 


Pro 


Pro 


His 


Arcr 

**** S7 

270 


Asn 


Glv 


Val 


Val 


Ala 
275 


Ser 


Val 


Met 


Tyr 


Ala 
280 


Val 


Phe 


Thr 


Pro 


Met 
285 


Leu 


Asn 


Pro 


Phe 


He 
290 


Tyr 


Ser 


Leu 


Arg 


Asn 
295 


Arg 


Asp 


He 


Gin 


Ser 
300 


Ala 


Leu 


Arg 


Arg 


Leu 


Leu 


Ser 


Arg 


Thr 


Val 


Glu 


Ser 


His 


Asp 


Leu 


Phe 


His 


Pro 


Phe 


Ser 


305 










310 










315 










320 



<210> 1659 
<211> 270 
<212> PRT 

<213> Unknown {H38g576 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (270) 

<223> Xaa = Any Amino Acid 



<400> 1659 

Val Ser Leu He Thr Tyr Leu He Thr Val Met Ser Asn Leu Gly Met 

15 10 15 

Asn He Leu Thr Lys Leu Asp Ser His Leu Tyr Thr Pro Val Val Tyr 

20 25 30 

Phe Leu He Lys His He Phe Phe He Asp Phe Tyr Asn Cys He Val 

35 40 45 

He Tyr Thr Asn Lys Met Leu Asn Phe Val Val Asp Gin Asn Asn He 

50 55 60 

Ser Tyr Tyr Ala Cys Ala Thr His Met Thr Phe Phe Met Phe He He 
65 ~ 70 75 80 

Thr Glu Leu Leu He Leu Val Ser Met Ala Tyr Asp Cys Tyr Val Val 

85 90 95 

Asn Ser Asn Pro Leu Phe Tyr He Val He Met Cys Leu Xaa Leu Xaa 

100 105 110 

His Val Leu Met Ser He Pro Tyr Leu Cys Asn Thr Phe Gin Ser Leu 

115 120 125 

He He Thr He Asp Leu Phe Leu Thr Phe Cys Ser Phe He He Ser 
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130 










135 










140 






njLo 


ir I Iti 


Tyr 




Tyr 


Asp 




T .oil 


Phe 


Phe 


His 


Met 


T.on C*\r<2. Qpr 


Asn 






















155 






160 


nXa 




VJ4.U 


Arg 


U1U 

■iu j 


Leu 




Tip 

lie 


Thr 


Leu 
170 


Leu 


Thr 


Ala Phe Asn 
175 


Leu 


Tl o 


Pro 


Cor 
Del 


L6U 

180 


T.on 


Vol 




T .on 


Val 
185 


Leu 


Asn 


He 


Leu He Leu 
190 


Leu 




-L -L 


v-ys 




Met 


Hi q 


OCX. 


x c* 


Leu Gly Arg Lys 


Lys Ala Phe 


Ser 






195 










200 










205 




Met 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Met 


Val 


Val 


Met 


Phe Tyr Gly Ser Leu 




210 










215 










220 






Leu 


Phe 


Asp 


Met 


Asp 


Lys 


Val 


Ala 


Ser 


Leu 


Phe 


Tyr 


Thr Leu Met 


He 


225 










230 










235 






240 


Leu 


Arg 


Phe 


Asn 


Leu 
245 


Leu 


lie 


Tyr 


Ser 


Phe 
250 


Ser 


Asn 


Leu Gly Val 
255 


Lys 


Asn 


Val 


Phe 


Tyr 


Arg 


Val 


Phe 


Lys 


Asn 


Xaa 


Cys 


Lys 


Leu Cys 





260 265 270 



<210> 1660 
<211> 128 
<212> PRT 

<213> Unknown (H3 8g577 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(128) 

<223> Xaa = Any Amino Acid 



<400> 1660 



Met 


Gly 


Gly 


Lys 


Gin 


Pro 


Trp 


Val Thr Glu Phe He Leu Val 


Gly 


Phe 


1 








5 






10 


15 




Gin 


Leu 


Cys 


Ala 
20 


Glu 


Met 


Glu 


He Phe Leu Ser Cys He Phe 
25 30 


Ser 


Arg 


Phe 


Tyr 


Ala 


Phe 


Ser 


Leu 


Leu 


Arg Asn Gly Met Asn Met Gly Leu Thr 






35 










40 45 






Tyr 


Leu 
50 


Asp 


Asp 


Arg 


Asp 


Asp 
55 


Arg Leu His Thr Leu He Tyr 
60 


He 


Phe 


Leu 


Ser 


His 


Leu 


Ala 


He 


Asn 


Asp Met Tyr Tyr Ala Ser Asn 


Asn 


Val 


65 










70 




75 




80 


Pro 


Lys 


Arg 


Gin 


Val 
85 


Asn 


Gin 


Met Asn Gin Lys Lys Lys Asn 
90 


Phe 
95 


Val 


Leu 


Trp 


He 


Lys 
100 


Gin 


He 


Phe 


Leu Tyr Leu Ala Phe Ala His 
105 110 


Thr 


Glu 


Cys 


Leu 


He 
115 


Xaa 


Ala 


Met 


Met 


Ser Cys Asn Arg Tyr Val Ala 
120 125 


He 


Cys 



<210> 1661 
<211> 307 
<212> PRT 

<213> Unknown (H38g578 protein) 
<220> 

<223> Synthetic construct 
<400> 1661 

Met Gly Gin His Asn Leu Thr Val Leu Thr Glu Phe He Leu Met Glu 

15 10 15 

Leu Thr Arg Arg Pro Glu Leu Gin He Pro Leu Phe Gly Val Phe Leu 
20 25 30 
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Val 


He 


Tyr 


Leu 


He 


Thr 


Val 


Val 


Gly Asn Leu Thr 


Met 


He 


He 


Leu 






35 










40 










45 








Thr 


Lys 
50 


Leu 


Asp 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Ser 


He 


Arg 


His 


Leu 


Ala 


Ser 


Val 


Asp 


Leu 


Gly 


Asn 


Ser 


Thr 


Val 


He 


Cys 


Pro 


Lys 


65 










70 










75 












Val 


Leu 


Ala 


Asn 


Phe 
85 


Val 


Val 


Asp 


Arg 


Asn 
90 


Thr 


He 


Ser 


Tyr 


Tyr 
95 


Ala 


Cys 


Ala 


Ala 


Gin 


Leu 


Ala 


Phe 


Phe 


Leu 


Met 


Phe 


lie 


He 


Ser 


Glu 


pne 






100 










105 










110 






Phe 


He 


Leu 


Ser 


Ala 


Met 


Ala 


Tyr 


Asp Arg Tyr Val 


Ala 


He 


Cys 


Asn 






115 










120 










125 








Pro 


Leu 


Leu 


Tyr 


Tyr 


Val 


He 


Met 


Ser Gin Arg Leu 


Cys 


His 


Val 


Leu 




130 










135 










140 










Val 


Gly 


He 


Gin 


Tyr 


Leu 


Tyr 


Ser 


Thr 


Phe 


Gin 


Ala 


Leu 


Met 


Pne 


Thr 


145 








150 










155 










160 


He 


Lys 


He 


Phe 


Thr 


Leu 


Thr 


Phe 


Cys 


Gly Ser Asn 


Val 


He 


Ser 


His 








165 










170 










175 




Phe 


Tyr 


Cys 


Asp 


Asp 


Val 


Pro 


Leu 


Leu 


Pro 


Met 


Leu 


Cys 


Ser 


Asn 


Ala 






180 










185 










190 






Gin 


Glu 


He 
195 


Glu 


Leu 


Leu 


Ser 


He 
200 


Leu 


Phe 


Ser 


Val 


Phe 
205 


Asn 


Leu 


He 


Ser 


Ser 
210 


Phe 


Leu 


He 


Val 


Leu 
215 


Val 


Ser 


Tyr 


Met 


Leu 
220 


He 


Leu 


Leu 


Ala 


He 


Cys 


Gin 


Met 


His 


Ser 


Ala 


Glu 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Val 


Val 


Phe 


Tyr 


Gly 


Ser 


Leu 


Leu 






245 










250 










255 




Phe 


Met 


Tyr 


Met 


Gin 


Pro 


Asn 


Ser 


Thr 


His 


Phe 


Phe 


Asp 


Thr 


Asp 


Lys 






260 










265 










270 






Met 


Ala 


Ser 
275 


Val 


Phe 


Tyr 


Thr 


Leu 
280 


Val 


He 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Leu 


He 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Glu 
295 


Glu 


Val 


Lys 


Asn 


Ala 
300 


Phe 


Tyr 


Lys 


Leu 



Phe Glu Asn 
305 



<210> 1662 
<211> 218 
<212> PRT 

<213> Unknown (H38g579 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 



<400> 1662 



Leu 


Pro 


Asp 


He 


Ser 


Phe 


Thr 


Ser 


Thr 


Thr 


Val Pro 


Lys 


Met 


He 


Val 


1 






5 










10 








15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


Tyr Ala 


Gly 


Cys 


Leu 


Thr 






20 










25 








30 






Gin 


Met 


Ser 


Leu 


Phe 


Val 


He 


Phe 


Gly Gly Met Glu 


Glu 


Ser 


Met 


Leu 






35 










40 








45 








Leu 


Ser 
50 


Val 


Met 


Ala 


Tyr 


Asp 
55 


Trp 


Phe 


Val 


Ala He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys Gly 


Phe 


Leu 


Val 


Leu 


65 










70 










75 








80 


Leu 


Ser 


Phe 


Phe 


Phe 


Ser 


Val 


Phe 


Xaa 


His 


Ala Gin 


Leu 


His 


Asn 


Leu 
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85 






90 






95 




J- J- tr 




Leu 


Gin 
100 


Val Thr 


v»ys 


105 


Asp 


val 




TTo Prn Acn 

110 


Phe 




Cys 


Asp 
115 


Pro 


Ser Gin 


Leu 


Pro His 
120 




AT » 
«x ci 




V»_yto nbp XXIX 

125 


Phe 




130 


Asn 


He 


He Met 


Tyr 
135 


Phe Pro 


A1 a 


Al a 


He 
140 


Phe Gly Phe 


UCU 


Pro 


lie 


Ser Gly Thr Leu 


Phe 


Ser Tyr 


oer 


Lys 


He 


Val Ser Ser 


Tip 
lie 


145 








150 








155 






160 


Lgu 


Arg 


Val 


Ser 


Ser Ser 


Gly Gly Arg 


Tyr 


Lys 


Ala 


Leu Ser Thr 


Cys 










165 






170 






175 




Gly 


Ser 


His 


Val 


Ser Val 


Val 


Cys Xaa 


Val 


Tyr 


Gly Thr Gly Val 


Gly 








180 






185 








190 




Gly 


Tyr 


Leu 
195 


Ser 


Ser Asp 


Val 


Ser Phe 
200 


Ser 


Pro 


Arg 


Lys Gly Ala 
205 


Val 


Ala 


Ser 
210 


Val 


Met 


Tyr Ala 


Val 
215 


Val Thr 


Pro 











<210> 1663 

<211> 227 

<212> PRT 

<213> Unknown (H38g580 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(227) 

<223> Xaa = Any Amino Acid 

<400> 1663 
Met Tyr Phe Phe Phe 

1 5 
Ser Thr Thr Val Pro 
20 

Val Thr Ser Tyr Ala 
35 

Phe Gly Gly Met Glu 
50 

Arg Phe Val Ala He 
65 

Pro Cys Phe Cys Gly 
85 

Leu Leu Asp Ala Gin 
100 

Phe Lys Asp Val Glu 
115 

Pro Arg Leu Ala Cys 
130 

Phe Pro Ala Ala He 
145 

Ser Tyr Asp Lys He 
165 

Gly Lys His Lys Ala 
180 

Cys Xaa Phe Tyr Gly 
195 

Ser Ser Ser Pro Arg 

210 
Ala He Pro 
225 



Ser Asn Leu Ser Leu Pro Asp Asp Gly Phe Thr 

10 15 
Lys Met He Val Asp He Gin Ser His Ser Arg 

25 30 
Gly Cys Leu Thr Gin Met Ser Leu Phe Ala He 

40 45 
Glu Ser Met Leu Leu Ser Val Met Ala Tyr Asp 

55 60 
Cys His Pro Leu Cys His Ser Ala He Thr Asn 
70 75 80 

Phe Leu Val Leu Leu Ser Phe Phe Phe Leu Ser 

90 95 
Leu His Asn Leu He Ala Leu Gin Arg Thr Cys 

105 110 
He Pro Asn Phe Phe Cys Asp Pro Ser Gin Phe 

120 125 
Cys Gly Thr Phe Thr Asn Asn He He Met Tyr 

135 140 
Phe Gly Phe Leu Pro He Ser Gly Thr Leu Phe 
150 155 160 

Val Phe Ser He Leu Arg Val Ser Ser Ser Gly 

170 175 
Phe Ser Thr Arg Gly Ser His Leu Ser Val Val 

185 190 
Thr Gly He Gly Gly Tyr Leu Ser Ser Asp Val 

200 205 
Lys Ala Ala Val Ala Ser Val Met Tyr Thr Val 
215 220 
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<210> 1664 
<211> 194 
<212> PRT 

<213> Unknown (H38g581 protein) 
<220> 

<223> Synthetic construct 



<400> 1664 



Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu Cys 


Phe 


Thr 


He 


1 








5 










10 










15 




Ser 


Cys 


Val 


Pro 
20 


Gly 


Met 


Leu 


Val 


Asn 
25 


Leu 


Trp 


Glu 


Pro 


Lys 
30 


Lys 


Thr 


lie 


He 


Leu 
35 


Leu 


Gly 


Cys 


Ser 


Val 
40 


Gin 


Phe 


Phe 


He 


Phe 
45 


Leu 


Ser 


Leu 


Gly 


Thr 
50 


Thr 


Glu 


Cys 


He 


Leu 
55 


Leu 


Thr 


Val 


Met 


Ala 
60 


Phe 


Asp 


Arg 


Tyr 


Met 


Ala 


He 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


Val 


His 


Pro 


Leu 


65 










70 










75 










80 


Leu 


Cys 


Trp 


Gin 


Leu 


Ala 


Ser 


Val 


Ala 


Trp Val 


Met 


Ser 


Leu 


Val 


Glu 










85 










90 










95 




Ser 


Val 


Val 


Gin 
100 


Thr 


Pro 


Ser 


Thr 


Leu 
105 


His 


Leu 


Pro 


Phe 


Cys 
110 


Pro 


Asp 


Arg 


Gin 


Val 
115 


Asp 


Asp 


Phe 


Val 


Cys 
120 


Glu 


Val 


Pro 


Ala 


Leu 
125 


He 


Arg 


Leu 


Ser 


Cys 
130 


Glu 


Asp 


Thr 


Ser 


Tyr 
135 


Asn 


Glu 


He 


Gin 


Leu 
140 


Ala 


Val 


Ala 


Ser 


Val 


Phe 


He 


Leu 


Ala 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Gly 


145 










150 










155 










160 


Ala 


He 


Ala 


Trp 


Ala 


Val 


Leu 


Arg 


Thr 


Asn 


Ser 


Ala 


Lys 


Gly Gin Arg 








165 










170 










175 




Lys 


Ala 


Phe 


Gly 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Phe 






180 










185 










190 






Tyr 


Ser 































<210> 1665 
<211> 320 
<212> PRT 

<213> Unknown (H38g582 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(320) 

<223> Xaa = Any Amino Acid 



<400> 1665 



Met Val 


Ser 


Ser 


Asn 


Gin 


Thr 


Ser 


Pro 


Val 


Leu 


Gly 


Phe 


Leu 


Leu 


Leu 


1 






5 










10 










15 




Gly Leu 


Ser 


Ala 


His 


Pro 


Lys 


Leu 


Glu 


Lys 


Thr 


Phe 


Phe 


Val 


Leu 


He 




20 










25 










30 






Leu Leu 


Met 


Tyr 


Leu 


Val 


He 


Leu 


Leu 


Gly Asn 


Gly Val 


Leu 


He 


Leu 




35 










40 










45 








Val Thr 


He 


Leu 


Asp 


Ser 


Arg 


Leu 


Asp 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


50 










55 










60 










Gly Asn Leu 


Ser 


Phe 


Leu 


Asp 


He Cys 


Tyr 


Thr 


Thr 


Ser 


Ser 


Val 


Leu 


65 








70 










75 










80 


Asp Ser 


Phe 


Leu 


Thr 


Pro 


Arg 


Lys 


Thr 


He 


Ser 


Phe 


Ser 


Ala 


Cys 


Ala 
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85 








90 










95 




Val 


Gin 


Met 


Phe 


Leu 


Ser 


Leu 


Ala 


Met Gly Ala 


Thr 


Glu 


Cys 


Val 


Leu 








100 










105 








110 






Leu 


Ser 


Met 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr Val Ala He Cys 


Asn 


Pro 


Leu 






115 










120 








125 








Trr> 


Tvx 


Pro 


Glu 


Val 


Met 


Asn 


Lys 


Ala Thr 


Tyr 


Val 


Pro 


Met 


Ala 


Ala 




130 










135 








140 










Gly 


Ser 


Trp Val 


Ala Gly Ser 


Leu 


Thr Ala 


Met 


Val 


Gin 


Thr 


Pro 


Leu 


145 










150 








155 










160 


Ala 


Leu 




Leu 


Pro 


Phe 


Cys 


Gly 


Asp Asn 


He 


He 


Asn 


His 


Phe 


Thr 








165 








170 










175 




Cys 


Glu 


X xc 


Leu 


Ala 


Val 


Leu 


Lys 


Leu Ala 


Cys 


Ala 


Asp 


He 


Ser 


Val 








i an 










185 








190 






Asn 


Val 


Tl <=» 

J--LC 


Ser 


Met 


Gly Val Ala 


Asn Val 


He 


Phe 


Leu 


Gly 


Val 


Pro 






195 










200 








205 








Val 


Leu 


Phe 


He 


Ser 


Phe 


Ser 


Tyr 


Val Phe 


He 


He 


Ala 


Thr 


He 


Leu 




210 










215 








220 










Arg 


lie 


Pro 


Ser 


Ala 


Glu Gly Arg 


Lys Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


225 










230 








235 










240 


Ala 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


Phe Tyr 


Gly 


Thr 


He 


Leu 


Phe 


Met 










245 








250 










255 




Tvr 


Gly 

V* J- Jf 


Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro Leu Gly Ala Asp Lys 


Gin Asp 






260 










265 








270 






Leu 


Ala 


Asp 


Lys 


Leu 


He 


Ser 


Leu 


Phe Tyr Gly Val 


Val 


Thr 


Pro 


Met 






275 










280 








285 








Leu 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Leu 


Arg Asn 


Lys 


Glu 


Val 


Lys 


Ala 


Ala 




290 










295 








300 










Val 


Arg 


Asn 


Leu 


Val 


Phe 


Gin 


Lys 


Arg Phe 


Leu 


Gin 


Xaa 


Trp 


Trp Arg 


305 








310 








315 










320 



<210> 1666 
<211> 318 
<212> PRT 

<213> Unknown (H3 8g583 protein) 
<220> 

<223> Synthetic construct 



<400> 1666 



Met 


Val 


Ser 


Ala 


Asn 


Gin 


Thr 


Ala 


Ser 


Val Thr 


Glu 


Phe 


He 


Leu 


Leu 


1 








5 










10 








15 




Gly 


Leu 


Ser 


Ala 


His 


Pro 


Lys 


Leu 


Glu 


Lys Thr 


Phe 


Phe 


Val 


Leu 


He 








20 










25 








30 






Leu 


Leu 


Met 


Tyr 


Leu 


Val 


He 


Leu 


Leu Gly Asn Gly Val 


Leu 


He 


Leu 






35 










40 








45 








Met 


Thr 


Val 


Ser 


Asn 


Ser 


His 


Leu 


His 


Met Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 








60 










Gly 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


He 


Cys 


Tyr Thr 


Thr 


Tyr 


Ser 


Val 


Pro 


65 










70 








75 










80 


Leu 


He 


Leu 


Asp 


Ser 


Phe 


Leu 


Thr 


Pro Arg Lys 


Thr 


He 


Ser 


Phe 


Ser 










85 










90 








95 




Ala 


Cys 


Ala 


Val 


Gin 


Met 


Phe 


Leu 


Ser 


Phe Ala 


Met 


Gly Ala 


Thr 


Glu 








100 










105 








110 






- Cys 


Val 


Leu 


Leu 


Ser 


Met 


Met 


Ala 


Phe 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 




115 










120 








125 








Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


Val 


Val 


Met 


Ser Lys 


Ala 


Ala 


Tyr 


Met 


Pro 




130 










135 








140 










Met 


Ala 


Val 


Gly 


Ser 


Trp 


Val 


Ala 


Gly 


Ser Thr 


Ala 


Ser 


Met 


Val 


Gin 


145 










150 








155 










160 


Thr 


Ser 


Leu 


Ala 


Met 


Arg 


Leu 


Pro 


Phe 


Cys Gly Asp 


Asn 


He 


He 


Asn 










165 










170 








175 
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His Phe 


Thr Cys 


GlU 


lie 


Leu 


Ala 
Ala 


Val 


Gin 




Leu 


A 1 o 
nlCt 


Cys 


Al a 
/\x d 


Asp 






180 










185 
















lie Ser 


Val 


Asn 


val 
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ber 




Gly Val 


X XXX 




Veil 


lie 


XrXltr 


T 1 




195 










4& V U 










205 
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Pro 
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Leu 


Phe 


lie 


Ser 


rlJc 


sex 


Tyr 


Veil 


IT lit: 


Tie. 

lie 


Tip 

x xe 


Ala 


210 










£. 13 










220 










Thr lie 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


ulU 


uiy 


Arg 




Lys 


A 1 «» 

nld 


Phe 


Ser 


225 








230 










& j ~> 










240 


Thr Cys 


Ser 


Ala 


His 


Leu 


rnr 


vai 


Val 


Val 


Tie, 

lie 


xr JJtr 


Tyr 


oiy 


rphr 

X I IX 


Tip 






245 










J V 










255 




Leu Phe 


Met 


Tyr 


Gly Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro 


Leu 


Gly 


Ala 


Asp 






lb\) 




















270 






Lys Gin 


Asp 


Pne 


Ala Asp 


Lys 


Leu 


He 


Ser 


Leu 


Phe 


1 Jr 1 


Glv 
oxy 


Val 


Val 




275 










o an 










285 








Thr Pro 


Met 


Leu 


Asn 


Pro 


lie 


lie 


Tyr 


oer 


T .011 


ax y 


Asn 


Lys 


Asp 


Val 


290 










295 










300 










Lys Ala 


Ala 


Val 


Arg 


Asp 


Leu 


He 


Phe 


Gin 


Lys 


Cys 


Phe 


Ala 






305 








310 










j j — > 












<210> 1667 




























<211> 321 




























<212> PRT 




























<213> Unknown (H38g584 protein) 


















<220> 






























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1)... 


. (321) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 1667 




























Met Asn 


Arg 


Ser 


Asn 


Glu 


Ala 


Ser 


Pro 


Val 


Leu 


Gly 


Phe 


vai 


Leu 


Leu 


1 






5 










10 










ID 




Gly Leu 


Ser 


Ala 


His 


Pro 


Xaa 


Leu 


Glu 


Lys 


Thr 


Pne 


Pne 


vai 


rile 


Ti- 
ne 




20 










25 
















Leu Leu 


Val 


Tyr 


Leu 


Val 


He 


Leu 


Leu 


Gly 


Asn 


Gly 


TJ-,1 

val 


Leu 


lie 


Leu 




35 










40 


















Val Thr 


He 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


wet 


Tyr 


rue 


irxie 


Leu 


50 










55 
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Gly Asn 
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Ser 
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He 


Cys 
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Thr 
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Ser 


Car 
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Vol 


T oi t 
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65 
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Pro 


Arg 
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He 


Ser 


Fne 


Car 


Ala 
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Al a 








85 










90 














Val Gin 


Met 
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Leu 


Ser 


Phe 


Ala 


Met 


Gly Ala 
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r>1 
ulli 


Cys 


Va 1 

VAX 


ijeu 






100 
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x x \j 






Leu Ser 


Met 


Met 


Ala 


Phe 


Asp 


His 


Tyr 


Leu 


Asp 


riec 


Cys 


Asn 


Pro 


T ni 1 

Xjctu 




115 










120 










IOC 
X A D 








Arg Tyr 


Pro 


Val 


Val 


Met 


Ser 


Lys 


Ala 


Ala 


Tyr 




i X o 




Ala 


Val 


130 










135 




















Gly Ser 


Trp 


Ala 


Ala 


Gly 


He 


Thr 


Asn 


Ser 


Val 


Val 


Pi n 

VJXll 


Tip 
IXC 


Ser 


Leu 


145 








150 










155 










160 


Ala Met 


Xaa 


Leu 


Pro 


Phe 


Cys 


Gly 


Asp Asn Val 


Tip 

i ie 


Asn 






Thr 








165 










170 










175 




Cys Glu 


He 


Leu 


Ala 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


He 


Cys 


He 




180 










185 










190 






Asn Val 


He 


Ser 


Met 


Val 


Val 


Thr 


Asn 


Met 


He 


Phe 


Leu 


Ala 


Leu 


Pro 




195 










200 










205 








Val Leu 


Phe 


He 


Phe 


Val 


Ser 


Tyr 


Val 


Phe 


He 


He 


Ala 


Thr 


He 


Leu 


210 










215 










220 










Arg He 


Pro 


Ser 


Ala 


Glu 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 
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225 










"> *a a 
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240 
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Leu 


Thr 


Val 


val 
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lie 


val 


Phe Tyr Gly Met 


He 


Leu 


Phe 


Met 










245 








250 






255 




Tyr Gly 


Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro Met Gly Ala Asp 


Lys 


Gin Asp 








260 










265 




270 






Leu 


Ala 


Asp 


Lys 


Leu 


He 


Ser 


He 


Phe Tyr Gly Val 


Val 


Thr 


Pro 


He 






275 










280 




285 








Leu 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Pro 


Arg Asn Lys Asp 


Leu 


Lys 


Ala 


Ala 




290 










295 




300 










Met 


Arg 


Asn 


Leu 


Val 


Ala 


Gin 


Lys 


His Leu Thr Glu 


Xaa 


Leu 


Ser 


Gin 


305 










310 






315 








320 


lie 



























<210> 1668 
<211> 125 
<212> PRT 

<213> Unknown (H3 8g585 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (125) 

<223> Xaa = Any Amino Acid 

<400> 1668 



Arg 


Leu 


Asn 


Val 


He 


Ser 


His 


Leu 


Pro Phe Tyr Gly Asp 


He 


He 


Asn 


1 








5 








10 






15 




His 


Leu 


Thr 


Cys 


Glu 


Val 


Leu 


Ala 


Val Leu Lys Leu 


Ala 


Cys 


Ala Asp 








20 










25 




30 






He 


Ser 


He 


Asn 


Met 


He 


Arg 


Gin 


Lys Ala Phe Ser 


Thr 


Cys 


Ser 


Ala 






35 










40 




45 








His 


Leu 


Thr 


Val 


Val 


Val 


He 


Phe 


Tyr Arg Thr He 


Leu 


Phe 


Thr 


His 




50 










55 




60 










Gly 


Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro 


Leu Gly Ala Asp 


Lys 


Gin 


Asp 


Phe 


65 










70 






75 








80 


Ala 


Asp 


Lys 


Leu 


He 


Ser 


Leu 


Ser 


Tyr Gly Val Val 


Thr 


Pro 


Met 


Leu 










85 








90 






95 




Asn 


Thr 


He 


He 


Tyr 


Ser 


Leu 


Arg 


Lys Lys Gly Val 


Lys 


Ala 


Ala 


Val 








100 










105 




110 






Lys 


Asn 


Leu 


Val 


Phe 


Gin 


Lys 


Pro 


Leu Thr Glu Xaa 


Gin 









115 120 125 



<210> 1669 
<211> 216 
<212> PRT 

<213> Unknown (H38g586 protein) 
<220> 

<223> Synthetic construct 
<400> 1669 

Phe Val Asp Met Gly Leu Thr Ser Ser Thr Val Thr Lys Met Leu Val 

15 10 15 

Asn He Gin Thr Arg His His Thr He Thr Tyr Thr Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Phe Leu Met Phe Gly Asp Leu Asp Ser Phe Phe Leu 

35 40 45 

Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu Cys 
50 55 60 
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Tyr 


O _ _^ 

ber 
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uys 
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Thr 

X XIX 
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Tie 
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1 1 c 
1 ID 










120 










125 








OrJLU 


Met 


net 


Val 


Phe 
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Leu 
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X XIX 


Va 1 

V a. X 


Leu 


Tl ^ 


Val 


Pro 


Phe 
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135 










1 40 










Leu 


Cys 


x xe 


Val 


Thr 
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Hi c; 

Xi X 0 


J.XC 


Val 

V Ct X 


Pro 


Ala 


He 


Leu 


Arg 
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Arg 


Thr 


Arg Gly Gly Val 
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Lys 
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Thr 


Cys 


Ser 


Ser 
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Leu 


Cys 


Val 


Val 


Cys 


Val 




lyx 


v?xy 


Thr 


Leu 


Phe 


Ser 


Ala 


Tvr 








180 










X O J 










190 
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Cys 


Pro 


Pro 


Ser 


He 


Ala 




UJ.U 


vjIU 


uy » 




He 


Ala 


Ala 


Ala 
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200 










205 








Ala 


Met 


Tyr 


Thr 


He 


Val 


Thr 


Pro 




















210 










215 




















<210> 1670 




























<211> 319 




























<212> PRT 




























<213> Unknown (H38g587 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1670 




























Met 


Glu 


Lys 


Ala 


Asn 


Glu 


Thr 


Ser 


Pro 


vai 


Met 


pi,, 


xrne 


Vol 


Leu 


Leu 


1 






5 
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Leu 


Ser 
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Glu 


Leu 


Glu 


Lys 


inr 


rne 


irne 


Val 


Leu 


Tl 0 
x x e 








20 










2d 
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Leu 


Leu 


Met 


Tyr 


Leu 
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He 


Leu 


Leu 


t»iy 


Asn 


vjiy 


vai 


Leu 


Tl 0 

x is 


T 

Leu 






35 










40 


















Val 


Thr 


He 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


inr 


Pro 






irne 


rne 


Leu 




50 










55 
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Gly 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


He 


Cys 


rfie 


inr 


1 nr 


Ser 


Ser 


T7-, 1 

Val 


xrx 0 


65 
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80 


Leu 


Val 


Leu 


Asp 


Ser 


Phe 
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Thr 


Pro 
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blU 


1 nr 


Tl e» 
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Ser 
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Met 
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Leu 
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rne 


Axa 


net. 


Al a 
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A XXX 
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1 AH 
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Cys 


Leu 
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Ser 


Met 


Met 
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rfle 


Asp 


Arcj 


Tyr 


vdx 


Al a 


Tl e 

X J.C 


Owe; 
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120 










1 ?^ 
x _> 








Asn 


Pro 


Leu 


Arg 


Tyr 


Ser 


Val 


He 


wet 


Ser 


T 

Lys 


Ala 


/\xct 


ly^ir 


Met 


rxu 




130 










135 




















Met 


Ala 


Ala 


Ser 


Ser 


Trp 


Ala 


He 




uiy 


Ala 
Ala 


Al a 


Ser 


VaI 
vox 


Val 


His 


145 










150 










155 










160 


Thr 


Ser 


Leu 


Ala 


lie 


Gin 


Leu 


Pro 


i lit: 


v— y 0 


Gly 


Asp 


Asn 


Val 


He 


Asn 










165 










X / \J 










175 




His 


Phe 


Thr 


Cys 


Glu 


He 


Leu 


Ala 


V d X 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 








180 










185 










190 






He 


Ser 


He 


Asn 


Val 


He 


Ser 


Met 


Glu 


Val 


Thr 


Asn 


Val 


He 


Phe 


Leu 






195 










200 










205 








Gly 


Val 


Pro 


Val 


Leu 


Phe 


He 


Ser 


Phe 


Ser 


Tyr 


Val 


Phe 


He 


He 


Thr 




210 










215 










220 










Thr 


He 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Glu 


Gly 


Arg 


Lys 


Lys 


Val 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ser 


Ala 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


Phe 


Tyr 


Gly 


Thr 


Leu 
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245 250 255 

Phe Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Ser Met Gly Ala Asp 

260 265 270 

Lys Glu Asp Leu Ser Asp Lys Leu lie Pro Leu Phe Tyr Gly Val Val 

275 280 285 

Thr Pro Met Leu Asn Pro lie lie Tyr Ser Leu Arg Asn Lys Asp Val 

290 295 300 

Lys Ala Ala Val Arg Arg Leu Leu Arg Pro Lys Gly Phe Thr Gin 
305 310 315 

<210> 1671 
<211> 218 
<212> PRT 

<213> Unknown (H3 8g588 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(218) 

<223> Xaa = Any Amino Acid 



<400> 1671 
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Asp 


He Gly 


Phe 
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Thr 
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Met 


He 


Val 
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Asp 


He 


Gin 


Ser 
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Val 


He 
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Ser Tyr 
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Gly 


Cys 
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Leu 


Thr 


Gin 


Met 


Ser 
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Leu 


Phe 


Ala 


He 


Phe 
40 


Gly 


Gly Met 


Glu 


Glu 
45 


Ser 


Met 


Leu 


Leu 


Ser 
50 


Val 


He 


Ala 


Tyr 


Glu 
55 


Arg 


Phe 


Val Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 
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Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe Cys 


Gly Phe 


Leu 


Val 


Leu 


65 
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Ser 


Phe 


Phe 


Phe 
85 


Leu 


Ser 


Leu 


Leu 


Asp Ala 
90 


Gin 


Leu 
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95 
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lie 


Ala 


Leu 


Gin 
100 


Arg 


Thr 


Cys 


Phe 


Lys 
105 


Asp Val 


Glu 


He 


Pro 
110 


Asn 


Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu Ala 


Tyr 


Cys 


Gly Thr 


Phe 
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120 








125 








Thr 


Asn 


Asn 


He 


He 


Met 


Tyr 


Phe 


Pro 


Ala Ala 


He 


Phe Gly 


Phe 


Leu 




130 










135 








140 










Pro 


He 


Ser 


Gly 


Thr 


Leu 


Phe 


Ser 


Tyr 


Asn Lys 


He 


Val 


Phe 


Ser 


He 


145 










150 








155 










160 


Leu 


Arg 


Val 


Ser 


Ser 
165 


Ser 


Gly 


Gly 


Lys 


Tyr Lys 
170 


Ala 


Phe 


Ser 


Thr 
175 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Phe Tyr Gly Thr Gly He 


Gly 








180 










185 








190 






Gly 


Tyr 


Leu 


Gly 


Ser Asp 


Val 


Ser 


Ser 


Ser Pro Arg 


Lys 


Ala 


Ala 


Val 
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200 








205 








Ala 


Ser 
210 


Val 


Met 


Tyr 


Thr 


Val 
215 


Val 


He 


Pro 













<210> 1672 
<211> 216 
<212> PRT 

<213> Unknown (H38g589 protein) 
<220> 

<223> Synthetic construct 
<400> 1672 
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Phe Val Asp Val Cys Phe Ser Ser Thr Thr Val Pro Lys Val Leu Ala 

1 5 10 15 

Asn His lie Leu Gly Ser Gin Ala He Ser Phe Ser Gly Cys Leu Thr 

20 25 30 

Gin Leu Tyr Phe Leu Ala Val Cys Gly Asn Met Asp Asn Phe Leu Leu 

35 40 45 

Gly Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His Pro Leu His 

50 55 60 

Tyr Thr Thr Lys Met Thr Arg Gin Leu Cys Val Leu Leu Val Val Glv 
! 5 70 75 80 

Ser Trp Val Val Ala Asn Met Asn Cys Leu Leu His He Leu Leu Met 

85 90 95 

Ala Arg Leu Ser Phe Cys Ala Asp Asn Met He Pro His Phe Phe Cys 

100 105 no 

Asp Gly Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr His Leu Asn 

115 120 125 

Glu Leu Met He Leu Thr Glu Gly Ala Val Val Met Val Thr Pro Phe 

130 135 140 

Val Cys He Leu He Ser Tyr He His He Thr Cys Ala Val Leu Arg 
145 150 155 leo 

Val Ser Ser Pro Arg Gly Gly Trp Lys Ser Phe Ser Thr Cys Gly Ser 

!65 170 i 75 

His Leu Ala Val Val Cys Leu Phe Tyr Gly Thr Val He Ala Val Tyr 

180 185 190 

Phe Asn Pro Ser Ser Ser His Leu Ala Gly Arg Asp Met Ala Ala Ala 

195 200 205 

Val Met Tyr Pro Val Val Thr Pro 
210 215 

<210> 1673 
<211> 329 
<212> PRT 

<213> Unknown (H38g590 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...{329) 

<223> Xaa = Any Amino Acid 

<400> 1673 

Met Ala Glu Glu Asn Lys He Leu Val Thr His Phe Val Leu Thr Gly 

1 5 10 15 

Leu Thr Asp His Pro Gly Leu Gin Ala Pro Leu Phe Leu Val Phe Leu 

20 25 30 

Val lie Tyr Leu He Thr Leu Val Gly Asn Leu Gly Leu Met Ala Leu 

35 40 45 

He Trp Lys Asp Pro His Leu His Thr Pro He Tyr Leu Phe Leu Gly 

50 55 6 o 

Ser Leu Ala Phe Ala Asp Ala Cys Thr Ser Ser Ser Val Thr Ser Lvs 
65 7 0 75 80 

Met Leu lie Asn Phe Leu Ser Lys Asn His Met Leu Ser Met Ala Lys 

85 90 95 

Cys Ala Thr Gin Phe Tyr Phe Phe Gly Ser Asn Ala Thr Thr Glu Cys 

100 105 no 

Phe Leu Leu Val Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn 

115 120 i 2 5 

Pro Leu Leu Tyr Pro Val Val Met Ser Asn Ser Leu Cys Thr Gin Phe 

130 135 140 

He Gly lie Ser Tyr Phe He Gly Phe Leu His Ser Ala He His Val 
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<213> Unknown (H38g591 protein) 
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<223> Synthetic construct 
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<210> 1675 
<211> 314 
<212> PRT 

<213> Unknown (H38g592 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (314) 

<223> Xaa = Any Amino Acid 
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<210> 1676 
<211> 216 
<212> PRT 

<213> Unknown (H3 8g593 protein) 
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<223> Synthetic construct 



<400> 1676 



Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


Leu 


Leu 


Gin 


1 






5 










10 










15 




Asn 


Met 


Gin 


Asn 
20 


Gin 


Asp 


Pro 


Ser 


He 
25 


Pro 


Tyr 


Ala 


Asp 


Cys 
30 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu 


Phe 


Gly Asp 


Leu 


Glu 


Ser 


Phe 


Leu 


Leu 






35 










40 










45 








Val 


Ala 


Met 


Ala Tyr Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Thr 


Ala 


He 


Met 


Ser 


Pro 


Met 


Leu 


Cys 


Leu 


Ala 


Leu 


Val 


Ala 


Leu 


65 










70 










75 










80 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


Leu 


Leu 


Met 








85 










90 










95 




Ala 


Arg 


Leu 


Cys 


Phe 


Cys 


Ala 


Asp 


Asn 


Val 


He 


Pro 


His 


Phe 


Phe 


Cys 






100 










105 










110 






Asd 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Phe 


Ser Asp 


Thr 


Arg 


Val 


Asn 




115 










120 










125 








Glu 


Trp 


Val 


He 


Phe 


He 


Met 


Gly 


Gly Leu 


He 


Leu 


Val 


He 


Pro 


Phe 




130 










135 










140 










Leu 


Leu 


He 


Leu Gly 


Ser 


Tyr 


Ala 


Arg 


He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Ser 


Lys 
165 


Gly 


He 


Cys 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Ser 


Val 
180 


Val 


Ser 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


Val 


He 


Gly 
190 


Leu 


Tyr 


Leu 


Cys 


Ser 


Ser 


Ala 


Asn 


Ser 


Ser 


Thr 


Leu 


Lys 


Asp 


Thr 


Val 


Met 


Ala 




195 










200 










205 








Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 1677 
<211> 312 
<212> PRT 

<213> Unknown (H38g594 protein) 
<220> 

<223> Synthetic construct 
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<210> 1678 
<211> 128 
<212> PRT 

<213> Unknown (H38g595 protein) 
<220> 

<223> Synthetic construct 
<400> 1678 
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<212> PRT 
<213> Unknown (H38g596 protein) 
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<210> 1680 
<211> 114 
<212> PRT 

<213> Unknown (H38g597 protein) 
<220> 

<223> Synthetic construct 
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<213> Unknown (H38g598 protein) 
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<223> Synthetic construct 
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<223> Xaa = Any Amino Acid 
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5 




10 










15 




Asp 


Ser 


Val 


Ser 


Glu 


Lys 


Lys Thr He Ser 


Tyr 


Trp Gly Cys 


He 


Thr 








20 






25 








30 






Gin 


Met 


Phe 


Thr 


Phe 


His 


Phe Phe Gly Cys Ala 


Asp 


He 


Phe 


Val 


Leu 






35 








40 






45 








Thr 


Val 


Met 


Ala 


Phe 


Asp 


Arg Tyr Ala Ala 


He 


Cys 


Gin 


Pro 


Leu Arg 




50 










55 




60 










Tyr 


Thr 


Val 


He 


Met 


Ser 


Ala Asn Ala Tyr 


Thr 


Val 


Leu 


Ala 


Ser 


Leu 


65 










70 




75 










80 


Ser 


Trp 


Leu 


Gly 


Ala 


Leu 


Gly His Ser Phe 


Val 


Gin 


Thr 


Leu 


Leu 


Thr 










85 




90 










95 




Phe 


Gin 


Leu 


Pro 


Phe 


Cys 


Asn Ala Gin Val 


He 


Asp 


His 


Tyr 


Phe 


Cys 








100 






105 








110 






Asp 


Val 


His 


Pro 


Val 


Leu 


Lys Leu Ala Cys 


Ala 


Asp 


Thr 


Thr 


Leu 


Val 




115 








120 






125 








Ser 


Met 


Leu 


Val 


Val 


Ala 


Asn Ser Gly Leu 


He 


Ser 


Leu Gly Cys 


Phe 




130 










135 




140 










Leu 


He 


Leu 


Leu 


Ala 


Ser 


Tyr Thr Val He 


Leu 


Phe 


Ser 


Leu 


Gin 


Lys 


145 










150 




155 










160 


Gin 


Ser 


Ala 


Glu 


Ser 


Xaa 


His Lys Val Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


His 










165 




170 










175 




Leu 


Thr 


lie 


Val 


Thr 


Phe 


Phe Phe Val Pro Cys 


Thr 


Phe 


He 


Tyr 


Arg 








180 






185 








190 






Pro 


Ser 


Thr 


Thr 


Phe 


Pro 


Leu Asp Lys Ala 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 






195 








200 






205 








Thr 


He 


Thr 


Pro 





















210 



<210> 1682 
<211> 212 
<212> PRT 

<213> Unknown (H38g599 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (212) 

<223> Xaa = Any Amino Acid 



<400> 1682 



Phe 


Val 


Asp 


Phe 


Cys 


Tyr Ser 


Thr 


Thr 


He 


Thr 


Pro 


Lys 


Leu 


Leu 


Glu 


1 








5 








10 










15 




Asn 


Leu 


Val 


Ala 


Glu 


Asp Arg 


Thr 


He 


Ser 


Phe 


Thr 


Gly Cys 


Thr 


Met 








20 








25 










30 






Gin 


Leu 


Phe 


Phe 


Val 


Cys He 


Phe 


Val 


Val 


Thr 


Glu 


Thr 


Cys 


Met 


Leu 






35 








40 










45 








Ala 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Tyr Val Ala Val 


Cys 


Asn 


Pro 


Leu 


Leu 




50 








55 










60 










Tyr 


Thr 


Val 


Ala 


Met 


Tyr Gin 


Arg 


Leu 


Cys 


Ser 


Leu 


Leu 


Val 


Ala 


Thr 


65 










70 








75 










80 


Ser 


Tyr 


Cys 


Trp 


Gly 


He Val 


Cys 


Ser 


Leu 


Thr 


Leu 


Thr 


Xaa 


Phe 


Leu 



921 
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85 






















lieu 


vjlU 


Leu 


oer 


Phe Arg Gly Asn 


noli 


lie 


1 ICS 


Asn 


Asn 


Phe 


Va 7 


v#ys 








100 








105 










110 






LjXU 


HIS 


Axa 




Tip 

lie 


\7= 1 Ala 


val 


Ser 


uys 


OCl 


Asp 


Pro Cys 


veil 


Del 






115 








120 










I / j 










Ada 
130 


j. xe 


inr 


Leu 


Val Q^r- 
V d JL OCX 

lie 
Ijj 


nia 


Trt-r- 
1 lii 


irilfcr 


Asn 


ulU 

140 


He 


Ser 


ocl 


Leu 


rpl~ 
LtlJC 


Ser 


Tyr 


Aid 


Phe 


He Phe 


He 


TVit- 

i Hi 


Val 


Mot- 


Lys 


Thr 


Ala 


Ser 


1 111 












150 








1 cc 
ijj 










lOU 


Gly 


Gly 


Arg 


Lys 


Lys 
165 


Ala Phe 


Ser 


Thr 


Ser 
170 


Ala 


Ser 


His 


Leu 


Thr 
175 


Ala 


He 


Thr 


He 


Phe 
180 


His 


Gly Thr 


He 


Leu 
185 


Phe 


Leu 


Tyr 


Cys 


Val 
190 


Pro 


Asn 


Ala 


Lys 


Ser 
195 


Ser 


Trp 


Leu Met 


Val 
200 


Lys 


Val 


Ala 


Ser 


Gly 
205 


Phe 


Tyr 


Thr 


Val 


Val 


Met 


Pro 

























210 



<210> 1683 
<211> 215 
<212> PRT 

<213> Unknown (H38g600 protein) 
<220> 

<223> Synthetic construct 



<400> 1683 



Phe 


Val 


Asp 


He 


Cys 


Val 


Thr 


Ser 


Thr 


Thr 


Val Pro 


Lys 


Thr 


Leu 


Ser 


1 








5 










10 








15 




Asn 


lie 


Arg 


Thr 


Gin 


Ser 


Lys 


Val 


He 


Thr 


Tyr Ala 


Gly Cys 


He 


Thr 








20 










25 








30 






Gin 


Met 


Tyr 
35 


Phe 


Phe 


Val 


Leu 


Phe 
40 


He 


Val 


Leu Asp 


Ser 
45 


Leu 


Leu 


Leu 


Thr 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Gin 
55 


Phe 


Val 


Ala 


He Cys 
60 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Val 


Asn 


Pro 


Arg 


Leu 


Cys 


Gly Leu 


Leu 


Val 


Leu 


Ala 


65 










70 










75 








80 


Ser 


Trp 


He 


Met 


Ser 
85 


Ala 


Leu 


Asn 


Ser 


Leu 
90 


He Glu 


Ser 


Leu 


Met 
95 


Val 


Leu 


Pro 


Leu 


Leu 
100 


Phe 


Cys 


Thr 


Asp 


Leu 
105 


Lys 


He Pro 


His 


Phe 
110 


Phe 


Cys 


Glu 


Leu 


Asn 
115 


Gin 


He 


He 


Arg 


Ser 
120 


Ala 


Cys 


Ser Asp 


Thr 
125 


Phe 


Leu 


Asn 


Asp 


Met 
130 


Val 


Met 


Tyr 


Leu 


Ser 
135 


Ala 


Val 


Leu 


Leu Gly 
140 


Arg 


Gly 


Cys 


Phe 


Thr 


Gly 


He 


Leu 


Tyr 


Ser 


Tyr 


Phe 


Lys 


Thr 


Val Ser 


Ser 


He 


Arg 


Ala 


145 










150 










155 








160 


He 


Ser 


Ser 


Ala 


Gin 


Gly Lys 


Tyr 


Lys 


Ala 


Phe Ser 


Thr 


Cys 


Ala 


Ser 










165 










170 








175 




His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr Cys Met Gly 


Leu Gly Val 


Tyr 








180 










185 








190 






Leu 


Ser 


Ala 
195 


Ala 


Ala 


Pro 


Thr 


Thr 
200 


His 


Ser 


Gin Val 


Gin 
205 


Gin 


Pro 


Leu 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 1684 
<211> 114 
<212> PRT 

<213> Unknown (H38g601 protein) 



922 
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<220> 

<223> Synthetic construct 
<400> 1684 

lie Cys Phe Pro Leu His Tyr Pro 

1 5 
Ala Leu Met lie Thr Gly Ser Trp 
20 

Ala His Thr Val Tyr Ala Leu Arg 

35 40 
lie Asn His Phe Phe Cys Asp Val 

50 55 
Thr Asp Thr Trp Val Tyr Glu Cys 
65 70 
Phe Leu Val Phe Pro Phe lie Cys 
85 

Leu Leu Ala Val Tyr His Met His 
100 

Tyr Ser 



Tie A y~rr Mot- 
ile Axy nec 


Arg 


Lys Arg 


Val 


Cys 


10 






15 




Met lie Gly 


Ser 


He Asn 


Ser 


Cys 


25 




30 






lie Pro Tyr 


Cys 


Lys Ser 


Arg 


Ala 






45 






Pro Ala Met 


Leu 


Thr Leu 


Ala 


Cys 




60 








Thr Val Phe 


Leu 


Ser Thr 


Thr 


He 


75 








80 


He Ala Cys 


Ser 


Tyr Gly Arg 


He 


90 






95 




Ser Ala Glu Gly 


Arg Lys 


Lys 


Ala 


105 




110 







<210> 1685 
<211> 216 
<212> PRT 

<213> Unknown (H3 8g602 protein) 
<220> 

<223> Synthetic construct 



<400> 1685 



Leu 


Val 


Asp 


Val 


Ser Tyr Ala Thr 


1 








5 








His 


Phe 


Leu 


Ala 
20 


Glu 


His 


Lys 


Ala 


Gin 


Leu 


Phe 
35 


Phe 


Ser 


Leu 


Ala 


Leu 
40 


Ala 


Val 
50 


Met 


Gly 


Tyr 


Asp 


Arg 
55 


Tyr 


Tyr 


Ser 


Ala 


He 


Met 


His 


Gly Gly 


65 










70 






Ser 


Trp 


Val 


Ser 


Gly Phe 


He 


Ser 










85 








Phe 


Gin 


Leu 


Pro 


Met 


Cys 


Arg Asn 








100 










Glu 


Leu 


Leu 
115 


Ala 


Val 


Val 


Arg 


Leu 
120 


Glu 


Val 
130 


Thr 


He 


Met 


Val 


Ser 
135 


Ser 


Cys 


Leu 


Val 


Leu 


Leu 


Ser 


Tyr 


He 


145 










150 






He 


Gin 


Ser 


Arg 


Glu Gly Arg 


Lys 










165 








His 


Leu 


Thr 


Val 
180 


Val 


Ala 


Leu 


Cys 


He 


Gin 


Pro 
195 


His 


Ser 


Ser 


Pro 


Ser 
200 


Val 


Phe 
210 


Tyr 


Ala 


He 


Leu 


Thr 
215 


Pro 



<210> 1686 
<211> 212 



Ser 


Val 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 




10 










15 




He 


Pro 


Phe 


Gin 


Ser 


Cys 


Ala 


Ala 


25 










30 






Gly Gly 


He 


Glu 


Phe 


Val 


Leu 


Leu 










45 








Val 


Ala 


Val 


Cys 


Asp 


Ala 


Leu 


Arg 








60 










Leu 


Cys 


Ala 


Arg 


Leu 


Ala 


He 


Thr 






75 










80 


Ser 


Pro 


Val 


Gin 


Thr 


Ala 


He 


Thr 




90 










95 




Lys 


Phe 


He Asp 


His 


He 


Ser 


Cys 


105 










110 






Ala Arg Val 


Asp 


Thr 


Ser 


Ser 


Asn 










125 








He 


Val 


Leu 


Leu 


Met 


Thr 


Pro 


Phe 








140 










Gin 


He 


He 


Ser 


Thr 


He 


Leu 


Lys 






155 










160 


Lys 


Ala 


Phe 


His 


Thr 


Cys 


Ala 


Ser 




170 










175 




Tyr Gly Val 


Ala 


He 


Phe 


Thr 


Tyr 


185 










190 






Val 


Leu 


Gin 


Glu 


Lys 


Leu 


Phe 


Ser 



205 



923 
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<212> PRT 

<213> Unknown (H38g603 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (212) 

<223> Xaa = Any Amino Acid 



<400> 1686 



Phe 


Val 


Asp 


He 


Ala 


Cys 


Ser 


Ser 


Ala Thr 


Ala 


Pro 


Lys 


Met 


He 


Glu 


1 








5 








10 










15 




Asp 


Phe 


Val 


Ser 


Glu 


Lys 


Lys 


Thr 


He Ser 


Tyr 


Trp Gly Cys 


He 


Thr 








20 










25 








30 






Gin 


Met 


Phe 


Thr 


Phe 


His 


Phe 


Phe Gly Cys Ala 


Glu 


He 


Phe 


Val 


Leu 






35 










40 








45 








Thr 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr Ala Ala 


He 


Cys 


Gin 


Pro 


Leu Arg 




50 










55 








60 










Tyr 


Thr 


Val 


He 


Met 


Ser 


Ala 


Asn 


Ala Tyr 


Thr 


Val 


Leu 


Ala 


Ser 


Leu 


65 










70 








75 










80 


Ser 


Trp 


Leu 


Gly 


Ala 
85 


Leu 


Gly 


His 


Ser Phe 
90 


Val 


Gin 


Thr 


Val 


Leu 
95 


Thr 


Phe 


Gin 


Leu 


Pro 
100 


Phe 


Cys 


Asn 


Ala 


Gin Val 
105 


He 


Asp 


His 


Tyr 
110 


Phe 


Cys 


Asp 


Val 


His 
115 


Pro 


Val 


Leu 


Lys 


Leu 
120 


Ala Cys 


Ala 


Asp 


Thr 
125 


Thr 


Leu 


Val 


Asn 


Met 


Leu 


Val 


Val 


Ala 


Asn 


Ser 


Gly Leu 


He 


Ser 


Leu Gly Cys 


Phe 




130 










135 








140 










Leu 


He 


Leu 


Leu 


Ala 


Ser 


Tyr 


Thr 


Val He 


Leu 


Phe 


Ser 


Leu 


Gin 


Lys 


145 










150 








155 










160 


Gin 


Ser 


Ala 


Glu 


Ser 


Xaa 


His 


Lys 


Val Leu 


Ser 


Thr 


Cys Gly 


Ser 


His 










165 








170 










175 




Leu 


Thr 


He 


Val 
180 


Thr 


Phe 


Phe 


Phe 


Val Pro 
185 


Cys 


He 


Phe 


He 
190 


Tyr 


Arg 


Pro 


Ser 


Thr 


Thr 


Phe 


Pro 


Leu 


Asp 


Lys Ala 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 



195 200 205 



Thr He Thr Pro 
210 

<210> 1687 
<211> 114 
<212> PRT 

<213> Unknown (H3 8g604 protein) 
<220> 

<223> Synthetic construct 



<400> 1687 



He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Pro Ala 


He 


Met 


Thr 


Asn Gly Leu 


Cys 


1 








5 








10 








15 




He 


Arg 


Leu 


Leu 


He 


Leu 


Ser 


Tyr Val 


Gly Gly 


Leu 


Leu 


His Ala 


Leu 








20 








25 










30 




He 


His 


Glu 


Gly 


Phe 


Leu 


Phe 


Arg Leu 


Thr 


Phe 


Cys 


Asn 


Ser Asn 


He 






35 










40 








45 






Val 


His 


His 


He 


Tyr 


Cys 


Asp 


He He 


Pro 


Leu 


Ser 


Lys 


He Ser 


Cys 




50 










55 








60 








Thr 


Asp 


Ser 


Ser 


He 


Asn 


Phe 


Leu Met 


Val 


Phe 


He 


Phe 


Ser Gly 


Ser 


65 










70 








75 








80 


He 


Gin 


Val 


Phe 


Ser 


He 


Val 


Thr He 


Leu 


Val 


Ser 


Tyr 


Thr Phe 


Val 



85 90 95 



924 
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Leu Phe Ala He Leu Lys Arg Lys Ser Asp Lys Gly Val Arg Lys Ala 
100 105 HO 

Phe Ser 



<210> 1688 
<211> 111 
<212> PRT 

<213> Unknown (H38g605 protein) 
<220> 

<223> Synthetic construct 
<400> 1688 



He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


He 


He 


Met Ser Arg 


His 


Val 


Cys 


1 






5 










10 






15 




Val 


Gin 


Met 


Ala 


Ala 


He 


Ser 


Trp 


Val 


Thr Gly Cys Leu 


Thr 


Ala 


Leu 








20 










25 






30 






Leu 


Val 


Thr 
35 


Ser 


Cys 


Ala 


Leu 


Gin 
40 


He 


Pro 


Leu Cys Gly 
45 


Asn 


Val 


He 


Asp 


His 


Phe 


Thr 


Cys 


Glu 


He 


Leu 


Ala 


Val 


Leu Lys Leu 


Ala 


Cys 


Val 


50 










55 








60 








Ser 


Ser 


Leu 


Leu 


Val 


Asp 


Met 


Val 


Met 


Leu 


Val Val Ser 


He 


Leu 


Leu 


65 










70 










75 






80 


Leu 


Pro 


He 


Pro 


Met 
85 


Leu 


Leu 


He 


Cys 


He 
90 


Ser Tyr Gly 


Phe 


He 
95 


Leu 


Ser 


Thr 


He 


Leu 
100 


Arg 


He 


Gly 


Ser 


Thr 
105 


Glu 


Gly Arg Asn 


Lys 
110 


Ala 





<210> 1689 
<211> 223 
<212> PRT 

<213> Unknown (H38g606 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (223) 

<223> Xaa = Any Amino Acid 



<400> 1689 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr Thr Val Pro 


Lys 


Met 


He 


Val 


1 






5 








10 






15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg Val 


He Ser Tyr Ala Gly 


Cys 


Leu 


Thr 






20 










25 




30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Cys 


Gly Gly Met Glu Glu 


Ser 


Met 


Leu 






35 










40 




45 








Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Gly Arg 


Phe Val Ala He 


Cys 


His 


Pro 


Leu 




50 










55 




60 










Tyr 


Arg 


Ser 


Ala 


He 


Leu 


Asn 


Pro 


Cys Phe Cys Gly 


Phe 


Leu 


Asp 


Leu 


65 










70 






75 








80 


Leu 


Ser 


Ser 


Phe 


Cys 


Phe 


Val 


Ser 


Val Phe Leu Ser 


Leu 


Leu 


Asp 


Ser 










85 








90 






95 




Gin 


Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin Met Thr Gly 


Phe 


Lys 


Asp 


Val 








100 










105 




110 






Asp 


He 


Pro 


Asn 


Phe 


Phe 


Trp 


Glu 


Pro Ser Gin Leu 


Leu 


His 


Leu 


Ala 




115 










120 




125 








Cys 


Cys 


Asp 


Thr 


Phe 


Thr 


Arg 


Asn 


He Asn Leu Tyr 


Phe 


Pro 


Ala 


Ala 


130 










135 




140 










Val 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Leu 


Gly Thr Phe Phe 


Ser 


Tyr 


Cys 


Lys 



925 
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145 150 155 160 

lie Val Ser Ser He Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr Lys 

165 170 175 

Ala Phe Ser Thr Cys Gly Ser His Leu Pro Val Val Cys Xaa Phe Cys 

180 185 190 

Gly Thr Gly Val Gly Gly Tyr Leu Gly Ser Asp Val Ser Ser Ser Pro 

195 200 205 

Arg Lys Ser Ala Val Pro Ser Val Met Tyr Pro Val Val Thr Ser 
210 215 220 

<210> 1690 
<211> 215 
<212> PRT 

<213> Unknown (H38g607 protein) 
<220> 

<223> Synthetic construct 



<400> 1690 



Phe 


Val 


Asp 


He 


Cys 


Val 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Thr 


Leu 


Ser 


± 






t; 
-j 










10 










15 




Asn 


He 


Arg 


Thr 


Gin 


Ser 


Lys 


Val 


He 


Thr 


Tyr 


Ala 


Asp 


Cys 


He 


Thr 






20 










25 










30 






Gin 


Met 


Tyr 
35 


Phe 


Phe 


Val 


Leu 


Phe 
40 


He 


Val 


Leu 


Asp 


Ser 
45 


Leu 


Leu 


Leu 


Thr 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Gin 
55 


Phe 


Val 


Ala 


He 


Cys 
60 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Val 


Asn 


Pro 


Arg 


Leu 


Cys 


Gly 


Leu 


Leu 


Val 


Leu 


Ala 


65 










70 










75 










80 


Ser 


Trp 


He 


Met 


Ser 


Ala 


Leu 


Asn 


Ser 


Leu 


He 


Glu 


Ser 


Leu 


Met 


Val 








85 










90 










95 




Leu 


Pro 


Leu 


Leu 
100 


Phe 


Cys 


Thr 


Asp 


Leu 
105 


Lys 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Glu 


Leu 


Asn 
115 


Gin 


He 


He 


Arg 


Ser 
120 


Ala 


Cys 


Ser 


Asp 


Thr 
125 


Phe 


Leu 


Asn 


Asp 


Met 


Val 


Met 


Tyr 


Leu 


Ser 


Ala 


Val 


Leu 


Leu 


Gly Arg 


Gly Cys 


Phe 


130 










135 










140 










Thr 


Gly 


He 


Leu 


Tyr 


Ser 


Tyr 


Phe 


Lys 


Thr 


Val 


Ser 


Ser 


He 


Arg 


Ala 


145 








150 










155 










160 


He 


Ser 


Ser 


Ala 


Gin 
165 


Gly 


Lys 


Tyr 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Ala 
175 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Cys 


Met 


Ser 


Leu 


Gly Val 


Tyr 








180 










185 










190 






Leu 


Ser 


Ala 
195 


Ala 


Ala 


Pro 


Thr 


Thr 
200 


His 


Ser 


Gin 


Val 


Gin 
205 
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<210> 1695 
<211> 216 
<212> PRT 

<213> Unknown (H38g612 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (216) 

<223> Xaa = Any Amino Acid 
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<212> PRT 

<213> Unknown (H38g613 protein) 
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<223> Synthetic construct 
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He 


lie 


Asn 


Asn 




Val 








100 










105 










110 






Glu His 


Ala 


Ala 


He 


Val 


Ala 


Val 


Ser 


Cys 


Ser 


Asp 


Pro 


v -y s> 


Val 


Ser 




115 










120 










125 








Gin Glu 


lie 


Thr 


Leu 


Val 


Ser 


Ala 


Thr 


Phe 


Ser 


Glu 


He 




Ser 


Leu 


130 










135 










140 










Thr Ser 


Tyr 


Ala 


Phe 


He 


Phe 


He 


Thr 


Val 


Met 


-Lys 


Thr 


Pro 


Ser 


Thr 


145 








150 










155 










160 


Gly Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Ser 


Ala 


Ser 


His 


Leu 


Thr 


Ala 








165 










170 










175 




lie Thr 


lie 


Phe 


His 


Gly Thr 


He 


Leu 


Phe 


Leu 


Tyr 


Cys 


Val 


Pro 


Asn 






180 










185 










190 






Ser Lys 


Ser 


Ser 


Trp Leu Met 


Val 


Lys 


Val 


Ala 


Ser 


Val 


Phe 


Tyr 


Thr 



195 200 205 

Val Val He Pro 
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<210> 1698 
<211> 212 
<212> PRT 

<213> Unknown (H38g615 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <1) . . . (212) 

<223> Xaa = Any Amino Acid 



<400> 1698 



Leu 


Val 


Asp 


Phe 


Cys 


Tyr 


Ser 


Thr 


Thr 


He 


Thr 


Pro 


Lys 


Leu 


Leu 


Arg 


1 








5 










10 










15 




Asn 


Leu 


Val 


Val 


Glu 


Asp 


Arg 


Thr 


He 


Ser 


Phe 


Thr 


Gly Cys 


Thr 


Met 








20 










25 










30 






Gin 


Leu 


Phe 

35 


Phe 


Val 


Cvs 


He 


Phe 
40 


Val 


Val 


Thr 


Glu 


Thr 
45 


Phe 


Val 


Leu 


Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


Val 


Cys 
60 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala 


Met 


Tyr 


Gin 


Arg 


Leu Cys 


Ser 


Leu 


Leu 


Val 


Ala 


Thr 


65 










70 










75 










80 


Ser 


Tyr 


Cys 


Trp 


Gly 


He 


Val 


Cys 


Ser 


Leu 


Thr 


Leu 


Thr 


Xaa 


Phe 


Leu 








85 










90 










95 




Leu 


Glu 


Leu 


Ser 
100 


Phe 


Arg 


Gly 


Asn 


Asn 
105 


He 


He 


Asn 


Asn 


Phe 
110 


Val 


Cys 


Glu 


His 


Ala 
115 


Ala 


He 


Val 


Ala 


Val 
120 


Ser 


Cys 


Ser 


Asp 


Pro 
125 


Cys 


Val 


Ser 


Gin 


Glu 
130 


lie 


Thr 


Leu 


Val 


Ser 
135 


Ala 


Thr 


Phe 


Asn 


Glu 
140 


He 


Ser 


Ser 


Leu 


Thr 


Ser 


Tyr 


Ala 


Phe 


He 


Phe 


He 


Thr 


Val 


Met 


Arg 


Thr 


Pro 


Ser 


Thr 


145 








150 










155 










160 


Gly 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Ser 


Ala 


Ser 


His 


Leu 


Thr 


Ala 






165 










170 










175 




lie 


Thr 


He 


Phe 
180 


His 


Gly 


Thr 


He 


Leu 
185 


Phe 


Leu 


Tyr 


Cys 


Val 
190 


Pro 


Asn 


Ser 


Lys 


Ser 


Ser 


Trp 


Leu 


Met 


Val 


Lys 


Val 


Ala 


Ser 


Val 


Phe Tyr 


Thr 






195 










200 










205 








Val 


Val 
210 


He 


Pro 



























<210> 1699 
<211> 312 
<212> PRT 

<213> Unknown (H3 8g616 protein) 
<220> 

<223> Synthetic construct 



<400> 1699 

Met Ser He Ser Asn He Thr Val 

1 5 
Val Gly He Pro Gly Leu Glu Ser 
20 

Phe Cys Ala He Tyr Leu He Ala 

35 40 
Ser He He Lys Ser Glu Arg Ser 

50 55 
Leu Gly Met Leu Gly Ala Thr Asp 
65 70 



Tyr Met Pro Ser Val Leu Thr Leu 

10 15 
Val Gin Cys Trp He Gly He Pro 
25 30 
Met He Gly Asn Ser Leu Leu Leu 
45 

Leu His Glu Pro Leu Tyr He Phe 
60 

He Ala Leu Ala Ser Ser He Met 
75 80 
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Pro 


Lys 


Met 


Leu 


Gly 


lie 


pne 


Trp 




Aoli 


Val 


Pro 


Glu 


He 


lyx 


Phe 








QC 

0 3 




















95 




Asp 


Ser 


Cys 


Leu 


Leu 


pin 




Trp 


Dhp 


1 -LC 


Hi «? 


Thr 


Leu 


Gin 


Glv 
oiy 


He 






100 










105 










110 






Glu 


Ser 


Gly 
115 


He 


Leu 


val 


TV 1 a 

Ala 


Met 
X z u 


Ala 


Leu 


Asp 


Arg 


125 


VCtl 


Ala 


He 


Cys 


Tyr 
130 


Pro 


Leu 


Arg 


His 


Aia 
135 


Asn 


lie 


file 


1 1 11 


fix s> 

140 


Vj 111 


Leu 


Val 


Tl e> 
lie 


Gin 


lie 


Gly Thr 


Met 


Val 


val 


Leu 


Arg 




A I ~ 
nla 


Tl 

lie 




Val 


Ala 


Pro 


145 










150 










155 










160 


Cys 


Leu 


Val 


Leu 


He 
165 


Lys 


Cys 


Arg 


pne 


nl n 
oin 

i / u 




Tyr 


His 


Thr 


Thr 
175 


Val 


He 


ser 


His 


Ser 


Tyr Cys 


L*1U 


nlS 


wet. 


Ala 


Tl 

lie 


Val 

Val 


i»y<3 


Leu 


Ala 


Ala 








180 










1 QC 

la j 










1 _7 U 






Ala 


Asn 


Val 
195 


Gin 


Val 


Asn 


Lys 


lie 
200 


Tyr 


v*iy 


Leu 


lr lie 


Val 

205 


Ala 


rue 


i in 


Val 


Ala 
210 


Gly 


Phe 


Asp 


Leu 


inr 
215 


pne 


Tin 

lie 


inr 


Leu 


Cnr 

220 


Tyr 


Tl <=> 
11c 


will 


Tip 


Phe 


He 


Thr 


Val 


Phe Arg 


Leu 


Pro 


oin 


Lys 


Lj-LU 


a i a 

Aid 


Arg 


trie 


Lys 


Al a 
Aid 


225 










230 










235 










240 


Pne 


Asn 


Thr Cys 


He 


Ala 


HIS 


lie 


Cys 


vax 


file 


Leu 


VJlJl 


irii" 


ly 1 


Leu 










245 










250 










255 




Leu 


Ala 


Phe 


Phe 
260 


Ser 


Phe 


Phe 


Thr 


His 
265 


Arg 


Phe 


Gly 


Ser 


His 
270 


He 


Pro 


Pro 


Tyr 


He 
275 


His 


He 


Leu 


Phe 


Ser 
280 


Ser 


He 


Tyr 


Leu 


Leu 
285 


Val 


Pro 


Pro 


Phe 


Leu 
290 


Asn 


Pro 


Leu 


Val 


Tyr 

295 


Gly 


Ala 


Lys 


Thr 


Thr 
300 


Gin 


He 


Arg 


He 


His 


Val 


Val 


Lys 


Met 


Phe 


Cys 


Ser 
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<210> 1700 
<211> 318 
<212> PRT 

<213> Unknown (H3 8g617 protein) 
<220> 

<223> Synthetic construct 



<400> 1700 



Met 


Trp 


Gin 


Lys 


Asn 


Gin 


Thr 


Ser 


Leu 


Ala 


Asp 


Phe 


He 


Leu 


Glu 


Gly 


1 








5 










10 










15 




Leu 


Phe 


Asp 


Asp 


Ser 


Leu 


Thr 


His 


Leu 


Phe 


Leu 


Phe 


Ser 


Leu 


Thr 


Met 








20 










25 










30 






Val 


Val 


Phe 
35 


Leu 


He 


Ala 


Val 


Ser 
40 


Gly 


Asn 


Thr 


Leu 


Thr 
45 


He 


Leu 


Leu 


He 


Cys 
50 


He 


Asp 


Pro 


Gin 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Leu 


Leu 


Ser 


Gin 


Leu 


Ser 


Leu 


Met 


Asp 


Leu 


Met 


His 


Val 


Ser 


Thr 


He 


He 


Leu 


Lys 


65 










70 










75 










80 


Met 


Ala 


Thr 


Asn 


Tyr 
85 


Leu 


Ser 


Gly 


Lys 


Lys 
90 


Ser 


He 


Ser 


Phe 


Val 
95 


Gly 


Cys 


Ala 


Thr 


Gin 
100 


His 


Phe 


Leu 


Tyr 


Leu 
105 


Cys 


Leu 


Gly 


Gly 


Ala 
110 


Glu 


Cys 


Phe 


Leu 


Leu 
115 


Ala 


Val 


Met 


Ser 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


His 


Pro 


Leu 
130 


Arg 


Tyr 


Ala 


Val 


Leu 
135 


Met 


Asn 


Lys 


Lys 


Val 
140 


Gly 


Leu 


Met 


Met 


Ala 


Val 


Met 


Ser 


Trp 


Leu 


Gly 


Ala 


Ser 


Val 


Asn 


Ser 


Leu 


He 


His 


Met 


145 










150 










155 










160 


Ala 


He 


Leu 


Met 


His 


Phe 


Pro 


Phe 


Cys 


Gly 


Pro 


Arg 


Lys 


Val 


Tyr 


His 
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165 








170 










175 




Phe 




Cys 


Glu 


Phe 


Pro 


Ala Val 


Val 


Lys 


Leu 


Val 


Cys 


Gly Asp 


He 








180 








185 










190 






X Hi 


v ci x 




Glu 


Thr 


Thr 


Val Tyr 


He 


Ser 


Ser 


He 


Leu 


Leu 


Leu 


Leu 






195 








200 










205 








XT J. \J 


lie 


Phe 


Leu 


He 


Ser 


Thr Ser 


Tyr Val 


Phe 


He 


Leu 


Gin 


Ser 


Val 




210 










215 








220 










Tip 




Met 




Ser 


Ser Gly Ser 


Lys 


Arg 


Asn 


Ala 


Phe 


Ala 


Thr 


Cys 


225 










230 








235 










240 


Glv 


Ser 


His 


Leu 


Thr 


Val 


Val Ser 


Leu 


Trp 


Phe Gly 


Ala 


Cys 


He 


Phe 










245 








250 










255 




Ser 


Tyr 


Met 


Arg 


Pro 


Arg 


Ser Gin 


Cys 


Thr 


Leu 


Leu 


Gin 


Asn 


Lys 


Val 








260 








265 










270 






Gly 


Ser 


Val 


Phe 


Tyr 


Ser 


He He 


Thr 


Pro 


Thr 


Leu 


Asn 


Ser 


Leu 


He 






275 








280 










285 








Tyr 


Thr 


Leu 


Arg Asn 


Lys 


Asp Val 


Ala 


Lys 


Ala 


Leu 


Arg 


Arg 


Val 


Leu 




290 










295 








300 










Arg 


Arg 


Asp 


Val 


He 


Thr 


Gin Cys 


He 


Gin 


Arg 


Leu 


Gin 


Leu 







305 310 315 

<210> 1701 
<211> 294 
<212> PRT 

<213> Unknown (H38g618 protein) 
<220> 

<223> Synthetic construct 

<400> 1701 
Ala Thr Tyr Asn Ser 

1 5 
Ser Phe Pro Glu Leu 
20 

Leu He He Tyr Val 
35 

Thr He Arg Ala Ser 
50 

Ala Gin Leu Ser Val 
65 

Lys Leu Leu Ala Gly 
85 

Ser Gly His Leu Thr 
100 

Glu Cys Val Leu Pro 
115 

Cys His Leu Leu His 
130 

Leu Cys Leu His Leu 
145 

Ser Phe Val Ser Thr 
165 

Asp Val Leu Asn His 
180 

Cys Ser Ser Thr Thr 
195 

He Leu Ala Ala Ser 
210 

Leu Ala Arg Ser Leu 
225 

Phe Pro Thr Tyr Ala 
245 



Ser Asn Thr Val Val Thr Glu Phe Val Phe Leu 

10 15 
His His Leu Gin Gly Leu Leu Phe Val Ser Leu 

25 30 
Val Thr He Leu Glu Asp Leu Ala Val Val Gly 

40 45 
His His Leu His He Ser Thr His Leu Phe Leu 

55 60 
Leu Glu Thr Leu Tyr Thr Ser Val Thr Val Pro 
70 75 80 

Leu Pro Ala Glu Arg Arg Pro Ser He Ser Phe 

90 95 
Trp Leu Leu Leu Phe Leu Ser Leu Ser Ser Ser 

105 HO 
Ala Asn Met Asp Cys Asp Trp His Pro Val He 

120 125 
Tyr Leu Ser Pro Ser Trp Thr Pro Cys Ser Trp 

135 140 
Ala He Ser Ala Gin Leu Ser Ser Phe Pro Ala 
150 155 160 

Ala Leu Asn Ser Ser Leu Arg Leu Arg Ser Pro 

170 175 
Phe Cys Asp He Pro Pro Pro Leu Gly Leu Ser 

185 190 
Thr He Glu Met Arg Thr Gin Ala Ala Gin Val 

200 205 
Leu Gin Ala Thr Thr Val Ser Tyr Thr His He 

215 220 
Arg He Pro Glu Arg Pro Ser Lys Leu Lys Ala 
230 235 240 

Ser His Leu Gly Cys Gly Ser Ser Asn Leu He 
250 255 
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Lys Leu Val Ser Gly Val Tyr Leu Val 
260 265 
He He Tyr Cys Leu Arg Asn Cys Asn 

275 280 
Leu Leu Gin Ala Leu Pro 
290 

<210> 1702 
<211> 295 
<212> PRT 

<213> Unknown (H3 8g619 protein) 
<220> 

<223> Synthetic construct 



<400> 1702 



Ala 


Thr 


Tyr Asn 


Ser 


Ser 


Asn 


Thr 


Val 


1 








5 










Ser 


Phe 


Pro 


Glu 
20 


Leu 


Arg 


His 


Leu 


Gin 
25 


Leu 


He 


He 
35 


Tyr 


Val 


Val 


Thr 


lie 
40 


Leu 


Thr 


lie 


Arg Ala 


Ser 


His 


His 


Leu 


His 




50 










55 






Ala 


Lys 


Leu 


Ser Val 


Leu 


Glu 


Thr 


Leu 


65 










70 








Lys 


Leu 


Leu Ala Gly 


Leu 


Pro 


Gly 


Thr 










85 










Phe 


Ser 


Gly His 


Leu 


Thr 


Trp 


Leu 


Leu 








100 










105 


Ser 


Glu 


Cys 
115 


He 


Leu 


Pro 


Ala 


Asn 
120 


Met 


He 


Cys 
130 


His 


Leu 


Leu 


His 


Tyr 
135 


Pro 


Ala 


Arg 


Leu 


Cys 


Leu 


His 


Leu 


Ala 


He 


Ser 


145 










150 








Ala 


Ser 


Phe 


Val 


Ser 
165 


Thr 


Ala 


Leu 


Asn 


Pro 


Asp 


Val 


Leu 
180 


Asn 


His 


Phe 


Cys 


Asp 
185 


Ser 


Cys 


Ser 
195 


Ser 


Thr 


Thr 


Thr 


lie 
200 


Glu 


Val 


lie 
210 


Leu 


Ala 


Ala 


Ser 


Leu 
215 


Gin 


Ala 


lie 


Leu 


Ala Arg Ser 


Leu 


Arg 


lie 


Pro 


225 










230 








Ala 


Phe 


Pro 


Thr 


Tyr 
245 


Ala 


Ser 


His 


Leu 


lie 


Lys 


Leu 


Val 


Ser 


Gly Val 


Tyr 


Leu 








260 










265 


Pro 


lie 


He 
275 


Tyr 


Cys 


Leu 


Arg 


Asn 
280 


Cys 


Lys 


Leu 
290 


Leu 


Gin 


Ala 


Leu 


Pro 
295 







<210> 1703 
<211> 175 
<212> PRT 

<213> Unknown (H38g620 protein) 
<220> 
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Gly 


lie 


Pro 


Leu 


Leu 


Lys 


Pro 










270 






Tie 


Arg 






Leu 


AJ.Q 


Lys 








285 








vax 


inr 


ulu 


rne 


vai 


irne 


Leu 


10 










13 




Gly 


Leu 


Leu 


Jrne 


Qiiy 


Leu 


Leu 
















Glu 


Asp 


Leu 


Ala 


vai 


vai 










A C 








He 


Ser 


Thr 


HIS 


Leu 


pne 


Leu 
















Tyr 


Thr 


Ser 


val 


Thr 


i»_ T 

vai 


Pro 




75 












Ser 


Asp 


Asp 


His 


Leu 


He 


Ser 


90 










95 




Leu 


Phe 


Leu 


Ser 


Leu 


Ser 


Ser 










11U 






Asp 


Cys 


Asp 


Trp 


His 


Pro 


Val 








125 








His 


His 


Gly 


Leu 


His 


Ala 


Ala 






140 










Ala 


Gin 


Leu 


Ser 


Ser 


Pne 


Pro 




ICC 

155 










lou 


Ser 


Ser 


Leu 


Arg 


Leu 


Arg 


ser 


170 










1 /b 




He 


Pro 


Pro 


Pro 


Leu 


oiy 


Leu 










i on 






Met 


Arg 


mv» -v~ 

Tnr 


Cain 


Ala 


Aia 


bin 








Z.KJO 








Tnr 


Thr 


Val 


Ser 


Tyr 


inr 


TT -I 

HIS 






220 










Ala 


Lys 


Ala 


Gin 


Gin 


Leu 


Lys 




235 










240 


Gly 


Trp 


Arg 


Pro 


Ser 


Asn 


Leu 


250 










255 




Val 


Gly He 


Pro 


Leu 


Leu 


Lys 










270 






Asn 


He 


Arg 


Glu 


Ala 


Leu 


Ala 



285 
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<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (175) 

<223> Xaa = Any Amino Acid 



<400> 1703 



T .4311 

ucu 




Mot- 
lie u 


A 1 a 




Asp 


Asn 


His 


Thr Arg Val 


Glu 


Ala 


Phe 


Val 


Leu 


J. 








c 
-J 










10 








15 




\J ±11 




r\ne 




ulU 


Asp 


Leu 


Pro 


Leu Gin Gly Cys 


Cys 


Phe 


Ala 


Phe 








*5 ft 










25 








30 








Leu 


Leu 


Tyr 


Leu 


rlcL 


Ala 


Leu 
40 


Val 


Gly Asn 


lie 


Leu 

A ^ 


Met 


Val 


Met 


Ala 


He 


Ser 


Leu 


Asn 


Pro 


Gly Leu 


His 


Thr Pro 


Val 


Tyr 


Phe 


Phe 


Leu 




t>u 










55 








60 










Thr 


Asn 


Leu 


Ala 


Leu 


Leu 


Asp 


He 


Val 


Cys Thr 


Ser 


Met 


Asp Asn 


Ser 


65 










70 








75 










80 


Arg 


Val 


Val 


Ala 


Val 
85 


Leu 


Tyr 


Thr 


Val 


Val Ser 
90 


Pro 


Thr 


Leu 


Asn 
95 


Pro 


Ser 


Pro 


Thr 


Pro 


Cys 


Gly 


Thr 


Arg 


Thr 


Tyr Gin 


Xaa 


His 


Xaa 


Gly Glu 








100 










105 








110 






Cys 


Phe 


Leu 


Ala 


Ser 


Gly 


Lys 


Arg 


Lys Gly Ser 


Phe 


Xaa 


Cys 


Glu 


Met 






115 










120 








125 








Phe 


Gin 


Val 


Leu 


Thr 


Asn 


Xaa 


Phe 


Gin His Met 


Thr 


Leu 


Arg 


He 


Ser 




130 










135 








140 










Cys 


Lys 


Gin 


Gin Gly 


Thr 


Arg 


Lys 


Xaa 


Leu Met 


Pro 


His 


He 


Tyr 


Lys 


145 










150 








155 










160 


Xaa 


Cys 


Ala 


Pro 


Ala 
165 


Arg 


Gly 


Cys 


His 


His Ser 
170 


Met 


Trp 


Asn 


Ser 
175 





<210> 1704 
<211> 317 
<212> PRT 

<213> Unknown (H3 8g621 protein) 
<220> 

<223> Synthetic construct 



<400> 1704 



Met 


Glu 


Arg 


Thr 


Asn 


Asp 


Ser 


Thr 


Ser Thr Glu Phe 


Phe 


Leu Val Gly 


1 








5 








10 






15 


Leu 


Ser 


Ala 


His 


Pro 


Lys 


Leu 


Gin 


Thr Val Phe Phe 


Val 


Leu 


He Leu 








20 










25 




30 




Trp 


Met 


Tyr 


Leu 


Met 


He 


Leu 


Leu 


Gly Asn Gly Val 


Leu 


He 


Ser Val 






35 










40 




45 






He 


He 


Phe 


Asp 


Ser 


His 


Leu 


His 


Thr Pro Met Tyr 


Phe 


Phe 


Leu Cys 




50 










55 




60 








Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Val 


Cys 


Tyr Thr Ser Ser 


Ser 


Val 


Pro Leu 


65 










70 






75 






80 


He 


Leu 


Ala 


Ser 


Phe 


Leu 


Ala 


Val 


Lys Lys Lys Val 


Ser 


Phe 


Ser Gly 










85 








90 






95 


Cys 


Met 


Val 


Gin 


Met 


Phe 


He 


Ser 


Phe Ala Met Gly Ala Thr Glu Cys 








100 










105 




110 




Met 


He 


Leu 


Gly Thr 


Met 


Ala 


Leu 


Asp Arg Tyr Val Ala He Cys Tyr 






115 










120 




125 






Pro 


Leu 


Arg 


Tyr 


Pro 


Val 


He 


Met 


Ser Lys Gly Ala 


Tyr 


Val 


Ala Met 




130 










135 




140 








Ala 


Ala 


Gly 


Ser 


Trp 


Val 


Thr 


Gly 


Leu Val Asp Ser 


Val 


Val 


Gin Thr 


145 










150 






155 






160 


Ala 


Phe 


Ala 


Met 


Gin 


Leu 


Pro 


Phe 


Cys Ala Asn Asn 


Val 


He 


Lys His 










165 








170 






175 
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Phe 


Val 


Cys 


Glu 


He 


Leu 


Ala 


He 


Leu 


Lys 








180 










185 




Ser 
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<210> 1705 
<211> 318 
<212> PRT 

<213> Unknown (H38g622 protein) 
<220> 

<223> Synthetic construct 
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305 310 315 

<210> 1706 
<211> 124 
<212> PRT 

<213> Unknown (H38g623 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (124) 

<223> Xaa = Any Amino Acid 
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<210> 1707 
<211> 315 
<212> PRT 

<213> Unknown (H38g624 protein) 
<220> 

<223> Synthetic construct 
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<210> 1708 
<211> 117 
<212> PRT 

<213> Unknown (H3 8g625 protein) 
<220> 

<223> Synthetic construct 
<400> 1708 
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<210> 1709 
<211> 313 
<212> PRT 

<213> Unknown (H38g626 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1) . . . (313) 

<223> Xaa = Any Amino Acid 
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<210> 1710 
<211> 323 
<212> PRT 

<213> Unknown (H38g627 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <1)...(323) 

<223> Xaa = Any Amino Acid 
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<210> 1711 
<211> 235 
<212> PRT 

<213> Unknown (H38g628 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (235) 

<223> Xaa = Any Amino Acid 
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Leu 


Phe 
45 


Phe 


Phe 


Cys 


Phe 


Phe 


Val 
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Ser 


Glu 


Cys 


Tyr 


Val 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 
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50 








55 










bO 
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Tyr 


Val 
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lie 
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Leu 


Leu 
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Met 


Val 


Thr 


Thr 


Ser 
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80 


Pro 


Gin 


lie 


Cys 


Ser 


Leu Leu 


Met 


Leu Gly 


Ser 


Tyr 


Val 


Met 


Gly 


Pne 
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Ala 


Gly 


Ala 


Met 


Val 


His Thr 


Glu 


Cys 


Met 


Met 


Lys 


Leu 


He 


Phe 


Cys 








100 








105 










110 






Asp 


Ser 


Asn 


Val 


He 


Asn His 


Asn 


Met 


Cys 


Asp 


He 


Phe 


Pro 


Leu 


Leu 






115 








120 
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Gin 


Leu 


Ser 


Cys 


Ser 


Ser Thr 


Xaa 


Ala 


Asn 


Glu 


Leu 


Val 


Met 


Ser 


Val 
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140 










lie 


Val 
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Val He 


Val 


Ser 


Ser 


Leu 


He 


He 


Leu 


He 


Ser 


145 










150 
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Leu 
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Leu 
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Met 


Ser 


Ser 


Ala 


Glu Gly 
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175 




Trp 


Phe 


Lys 


Ala 


He 


Gly Thr Cys 


Gly 


Ser 


His 


He 


He 


Thr 


Val 


Gly 








180 








185 










190 






Leu 


Phe 


Tyr 


Glu 


Phe 


Gly Leu 


He 


Thr 


His 


Val 


Lys 


Leu 


Ser 


Ser 


Asp 
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205 








Trp 


Tyr 


Met 


Gly Gin 


Gly Lys 


Phe 


Leu 


Ser 


Val 


Phe 


Tyr 


Thr 


Asn 


Val 




210 








215 










220 










Val 


Pro 


Met 


Leu 


Asn 


Pro Phe 


He 


Tyr 


Cys 


Leu 
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230 








235 













<210> 1712 
<211> 308 
<212> PRT 

<213> Unknown (H38g629 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (308) 

<223> Xaa = Any Amino Acid 



<400> 1712 



Met 
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He 


Thr 
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Val 
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Val 
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Val 
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Val 


Val Ser 
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40 
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Val 
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Phe 
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Leu 
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Ala 


Val 
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Pro Val 
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Asp 
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Cys 


Met 
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Gly 


Gin 


Leu 


Phe 


He 


Glu 


His 


Leu 


Phe Gly Asp 


Thr Asp Val 


Phe 


Leu 
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110 






Leu 


Val 


Val 


Met 


Ala 


Tyr 


Asp 


Arg Tyr Val 


Ala 


Thr 


Cys Lys 


Pro 


Leu 






115 










120 
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Arg 


Tyr 


Leu 


Thr 


He 


Met 


Asn 


Xaa 


Gin 


Val 


Cys 


He 


Leu Leu 


Leu 


Val 
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135 










140 








Val 


Ala 


Val 


Thr 


Gly 


Gly 


Phe 


Leu 
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Ser 


Val 


Phe 


Gin He 


Leu 


Val 


145 
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Val 


Tyr 


Ser 


Leu 


Pro 


Phe 


Cys 


Gly Pro Asn Val 


He 


Tyr His 


Phe 


Phe 
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Cys 
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He 
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Leu 


Leu 


Asp 


Leu 


Glu 
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Thr Asp Thr 


Tyr 


Phe 
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Val 
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Ala 


Val 


Val 
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195 










200 








one: 








Phe 


Thr 


Leu 


Leu 
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lie 
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Pro 


Val 


Ser 


Asn 


Phe 


Pro 


lie Asp 


Lys 


Phe 


Leu 


Thr 


Val 


Phe 
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265 








270 






Tyr 


Ser 


Val 
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Thr 


Pro 


Lys 


Leu 


Asn Pro 


Phe 


lie 


Tyr 


Met 


Leu 


Arg 
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Glu 


Met 


Arg 


Asn 


Ala 


lie 


Glu Asn 


Leu 


Leu 


Gly 


Tyr 


Gin 


Ser 




290 










295 
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Gly 


Lys 


Thr 


Gly 
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<210> 1713 
<211> 230 
<212> PRT 

<213> Unknown (H38g630 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (230) 

<223> Xaa = Any Amino Acid 



<400> 1713 



Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He 


Gly 


Phe 
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Thr 


Ser 


Ser 


Met 
20 


Val 


Pro 


Lys 


Met 


He 
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Val 


Asp 


He 


Xaa 


Ser 
30 
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Ser 


Arg 


Leu 


lie 
35 


Ser 


Xaa 


Ala 


Gly 


Cys 
40 


Leu 


Thr 


Pro 


Met 


Ser 
45 


Leu 


Phe 


Ala 


lie 


Phe 
50 


Gly 


Gly 


Met 


Glu 


Glu 
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Asn 


Met 
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Leu 


Ser 
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Val 
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Ala 
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Pro 
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65 










70 










75 










80 


Asn 


Pro 


Cys 


Phe Cys 


Gly 


Phe 


Leu 


Val 


Leu 


Leu 


Ser 


Phe 


Phe 


Ser 


Gin 
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Asp 
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105 
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Ala 
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110 


Met 
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Cys 
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115 


Asp 


Val 


Glu 


He 


Pro 
120 


Asn 


Phe 


Phe 


Trp 


Glu 
125 


Pro 


Ser 


Gin 


Leu 


Pro 
130 
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Leu 


Ala 
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Cys 
135 


Asp 


Thr 


Phe 


Thr 


Asn 
140 
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He 


Met 
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Ala 
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He 
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Pro 


He 


Ser 
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Leu 
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Val 
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Arg 


Arg 
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Ser 
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Lys 


Tyr 
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Lys 


Ala 


Cys 


Ser 


Thr 
185 


Cys 


Gly 


Ser 
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Leu 
190 


Ser 


Val 
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Tyr 


Gly 


Thr 


Gly 


Phe 


Trp 


Gly Tyr 


Leu 


Ser 


Ser 


Asp 
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Val 


Ser 
210 


Ser 


Ser 


Pro 


Gly 


Lys 
215 


Ala 


Ala 


Val 


Ala 
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Met 
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Thr 


Val 


Val 


Thr 
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Met 


Leu 
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<210> 1714 
<211> 227 
<212> PRT 

<213> Unknown (H38g632 protein) 
<220> 

<223> Synthetic construct 



<400> 1714 
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Phe 


Leu 


Glu 


He 


Gly 


Phe 


Asn 


Leu 


Val 


He 


Val 


Pro 


Lys 


Met 


Leu 
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Gly 


Thr 


Leu 


Leu 
20 


Ala 


Gin 


Asp 


Thr 


Thr 
25 


He 


Ser 


Phe 


Leu 


Gly 
30 


Cys 


Ala 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Phe 


Phe 


Phe Gly Val 


Ala 


Glu 


Cys 


Phe 


Leu 
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Cys 
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Leu 
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Ala 
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Val 
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Thr 
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Gin 


Thr 


Thr 
95 


Trp 


Leu 


Phe 


Ser 


Phe 
100 


Pro 


Phe 


Cys 


Gly 


Thr 
105 


Asn 


Lys 


Val 


Asn 


His 
110 


Phe 


Phe 


Cys 


Asp 


Ser 
115 


Pro 


Pro 


Val 


Leu 


Lys 
120 


Leu 


Val 


Cys 


Ala 


Asp 
125 


Thr 


Ala 


Leu 


Phe 


Glu 
130 


He 


Tyr 


Ala 


He 


Val 
135 


Gly 


Thr 


He 


Leu 


Val 
140 


Val 


Met 


He 


Pro 


Cys 


Leu 


Leu 


He 


Leu 


Cys 


Ser 


Tyr 


Thr 


Arg 


He 


Ala 


Ala 


Ala 


He 


Leu 
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He 
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Ser 


Ala 
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Lys 


Gly 


Lys 


His 


Lys 
170 


Ala 


Phe 


Ser 


Thr 


Cys 
175 


Ser 


Ser 


His 


Leu 


Leu 
180 


Val 


Val 


Ser 


Leu 


Phe 
185 


Tyr 


He 


Ser 


Leu 


Ser 
190 


Leu 


Thr 


Tyr 


Phe 


Arg 


Pro 


Lys 


Ser 


Asn 


Asn 


Ser Pro Glu Gly Lys 


Lys 


Leu 


Leu 
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Ser 


Leu 
210 


Ser 


Tyr 


Thr 


Val 


Met 
215 


Thr 


Pro 


Met 


Leu 


Asn 
220 


Pro 


Phe 


His 


Leu 


Leu 


Ser 


Trp 
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<210> 1715 
<211> 192 
<212> PRT 

<213> Unknown (H38g633 protein) 
<220> 

<223> Synthetic construct 



<400> 1715 
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Val 


Thr 


Glu 
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Leu 


Leu 


Phe 


Gly Leu 


Phe 
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Leu 


Phe 


Tyr Val 


Phe 
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Leu 
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Leu 


Gly 
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35 


Gly 


Thr 


He 


Leu 


Gly 
40 
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He 


Ser 
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Arg 
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Thr 
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Met 
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55 


Leu 
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Ala 
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Phe 
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Thr 
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lie 
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Cys 
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He 
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Arg 
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Pro 


145 
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Phe Cys 
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Arg 
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Glu 
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Asn 


His 


Phe 
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Leu 


Cys 


Glu 


He 


Leu 
175 


Ala 


Val Leu 


Arg 


Leu 
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Gly 


Cys 


Ala 


Asp 


Thr 
185 


Trp 


Leu 


Asn 


Gin 


Val 
190 


Val 


He 



<210> 1716 
<211> 308 
<212> PRT 

<213> Unknown (H38g634 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (308) 

<223> Xaa = Any Amino Acid 



<400> 1716 



Tyr 


Ala 


Asp 


Pro 


Gin 


Asn 


Leu 


Thr 


Asp 


Val 


Ser 


He 


Phe 


Leu 


Leu 


Leu 


1 








5 










10 
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Glu 


Leu 


Ser 


Glu 


Asp 


Pro 


Glu 


Leu 


Gin 


Pro 


Val 


Leu 
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Gly 


Leu 


Phe 
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Leu 


Ser 


Met 


Cys 


Leu 


Val 


Thr 


Val 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 
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40 










45 








Ala 


He 


Ser 


Pro 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 
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55 










60 










Ser 


Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


65 
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Lys 


Met 


He 


Val 


Asp 


He 


Gin 


Ser 
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Ser 


Arg 


Val 


He 


Ser 


Tyr 


Ala 










85 










90 
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Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 


Gly 


Gly 


Met 


Glu 
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105 










110 






Glu 


Asn 


Met 


Leu 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp 


Trp 


Phe 


Val 


Ala 


He 






115 










120 










125 








Cys 
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Pro 


Leu 


Tyr 


His 


Leu 


Thr 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Ala 
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140 










Phe 


Leu 


Val 
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Ser 


Phe 


Phe 


Phe 
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Val 


Phe 


Xaa 
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Ser 


Gin 


145 
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He 
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Leu 
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Val 
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Cys 


Phe 
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Asp 
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Glu 
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Cys 


Asp 
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Ser 
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Leu 
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He 
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Asp 


Val 


Ser 


Ser 
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Met 
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275 280 285 

Asn Pro Phe lie Tyr Ser Leu Arg Asn Arg Asp lie Lys Ser Val Leu 

290 295 300 

Arg Arg Pro Gin 
305 

<210> 1717 
<211> 238 
<212> PRT 

<213> Unknown (H38g63 5 protein) 
<220> 

<223> Synthetic construct 



<400> 1717 
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Leu 


Leu 


Asp 
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Thr 


Gin 


Leu 


His 


Asn 
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He 


Ala 
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Gin 
110 
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Thr 


Cys 


Phe 
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Asp Val 
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Pro 
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Ser 
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Leu 
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<210> 1718 
<211> 321 
<212> PRT 

<213> Unknown (H38g636 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa = Any Amino Acid 

<400> 1718 

Phe Lys Arg Ser He Thr Phe Thr Pro Thr Thr Phe Thr Leu Val Gly 
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<210> 1719 
<211> 291 
<212> PRT 

<213> Unknown (H38g637 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (291) 

<223> Xaa = Any Amino Acid 



<400> 1719 

Thr Ser Glu Asp Pro Glu Arg Gin 

1 5 
Ser Met Cys Leu Val Met Val Leu 
20 

Met Ser Pro Asp Ser His Leu His 

35 40 
Asn Leu Ser Leu Pro Asp He Gly 



Leu Val Leu Ala Gly Leu Phe Leu 

10 15 
Gly Asn Leu Leu He He Leu Ala 
25 30 
Thr Ser Met Tyr Phe Phe Leu Ser 
45 

Phe Thr Ser Thr Thr Val Pro Gin 



947 



BNSDOCJD: <WO 01271 58A2J_> 



WO 01/27158 



PCT/US00/27582 



50 55 60 



lie u 


i nr 


Val 


Asp I 1 e 


vjin 


Ser Arg Ser 


Arg 


Val 


He 


Ser Tyr Ala 


vj.Ly 


Dj 








in 
/u 








75 










OA 
OU 


cys 


Leu 


I nr 


vjin i»ys 




Leu 


Phe Ala 


He 


Phe 


Gly Gly Thr 


Glu 


VaiU 








DC 

OD 








90 










95 




Asn 


Met 


Leu 


Leu Ser 


Val 


Met Ala Tyr 


Asp Arg 


Phe 


Val 


Ala 


He 


Cys 














105 










110 






His 


Pro 


Leu 


Tyr His 


Ser 


Ala 


He Met 


Asn Leu Cys 


Phe Cys Gly 


Phe 






lie 

lib 








120 








125 








Leu 


vdl 


Leu 


Leu Ser 


Phe 


Phe 


Phe Leu 


Ser 


Leu 


Leu 


Asp Ser 


Gin 


Leu 
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<210> 1720 
<211> 216 
<212> PRT 

<213> Unknown (H38g638 protein) 
<220> 

<223> Synthetic construct 
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Val Phe Tyr Thr Met lie He Pro 
210 215 

<210> 1721 
<211> 216 
<212> PRT 

<213> Unknown <H38g639 protein) 
<220> 

<223> Synthetic construct 
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<210> 1722 
<211> 157 
<212> PRT 

<213> Unknown (H38g640 protein) 
<220> 

<223> Synthetic construct 
<400> 1722 

He Cys Ser Pro Leu Leu Tyr Asn Val 

1 5 
Phe Trp Leu Thr Val Gly Val Tyr He 

20 25 
He His Thr Gly Phe Met Leu Arg Leu 
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<210> 1723 
<211> 325 
<212> PRT 

<213> Unknown (H38g641 protein) 
<220> 

<223> Synthetic construct 



<400> 1723 
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305 310 315 

Lys He Ser Ser Leu 
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<210> 1724 
<211> 315 
<212> PRT 

<213> Unknown (H38g642 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 
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<210> 1725 
<211> 314 
<212> PRT 

<213> Unknown (H38g643 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (314) 

<223> Xaa = Any Amino Acid 



<400> 1725 
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Pro 


Ser 


Leu 


Gly 


Ser 


Pro 


Val 


Tyr 


Phe 


Xaa 


Leu 


Ala 


Cys 


Leu 




50 










55 










60 










Ser 


Cys 


He Asp Ala 


Ala 


Tyr 


Ser 


Thr 


Thr 


He 


Ser 


Pro 


Lys 


Leu 


He 


65 










70 










75 










80 


Val 


Glu 


Leu 


Leu 


He 


Asp 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Arg 


Ala 


Cys 


Met 










85 










90 










95 




Gly 


Gin 


Leu 


Phe 


He 


Glu 


His 


Leu 


Phe Gly 


Gly 


Thr 


Glu 


He 


Phe 


He 








100 










105 










110 






Leu 


Met 


Met 


Met 


Ala 


Cys 


Asp 


Arg 


Tyr 


Val 


Asp 


He 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Leu 


Thr 


He 


Met 


Asn 


Xaa 


Gin 


Val 


Cys 


He 


Leu 


Leu 


Leu 


Val 




130 










135 










140 










Leu 


Ala 


Val 


Thr Gly 


Gly 


Phe 


Val 


His 


Ser 


Met 


Phe 


Gin 


Thr 


Val 


Val 


145 










150 










155 










160 


Val 


Tyr 


Asn 


Leu 


Pro 


Phe 


Ser 


Gly 


Pro 


Asn 


Val 


He 


Asp 


He 


Asp 


His 










165 










170 










175 




Phe 


Val 


Cys 


Asp 


Met 


Tyr 


Pro 


Leu 


Leu 


Glu 


Leu 


Ala 


Phe 


Thr 


Asp 


Thr 








180 










185 










190 






Tyr 


Phe 


He 


Gly Leu 


Thr 


Val 


Val 


Val 


Asn 


Gly 


Gly 


Ala 


Met 


Cys 


Met 






195 










200 










205 








Val 


He 


Phe 


Thr 


He 


Leu 


Leu 


He 


Ser 


Tyr 


Gly 


He 


He 


Leu 


Asn 


Ser 




210 










215 










220 










Leu 


Lys 


Thr 


Tyr 


Ser 


Gin 


Glu 


Gly 


Arg 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ser 


Pro 


His 


He 


Thr 


Val 


Val 


Val 


Leu 


Phe 


Phe 


Val 


Pro 


Cys 


He 


Phe 










245 










250 










255 




lie 


Tyr 


Val 


Arg 


Pro 


Val 


Ser 


Thr 


Phe 


Pro 


He 


Asp 


Lys 


Phe 


Met 


Thr 








260 










265^ 










270 






Val 


Phe 


Tyr 


Thr 


Val 


He 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 






275 










280 










285 








Leu 


Arg 


Asn 


Ser 


Glu 


Met 


Arg 


Asn 


Ser 


He 


Glu 


Asn 


Leu 


Leu 


Cys 


Lys 




290 










295 










300 










Lys 


Ala 


He 


Cys 


Ser 


Xaa 


Asn 


Lys 


Ser 


Val 
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<210> 1726 
<211> 315 
<212> PRT 

<213> Unknown (H38g644 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 



<400> 1726 



Glu 


Xaa 


Met 


Arg 


Gin 


Asn 


Asn 


Ser 


Ser 


Thr 


Glu 


Phe 


Val 


Leu 


Leu Gly 


1 








5 










10 










15 




Phe 


Ser 


Gin Asp 


Pro 


Asp 


Val 


Gin 


Asn 


Ala 


Leu 


Phe 


Val 


Met 


Phe 


Leu 








20 










25 










30 






Leu 


Thr 


Tyr 


He Val 


Thr 


Met 


Val 


Gly 


Asn 


Leu 


Leu 


He 


Val 


Val 


Thr 






35 










40 










45 








He 


He 


Ala 


Ser 


Pro 


Ser 


Leu 


Gly Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










His 


Leu 


Ser 


Phe 


He 


Asp 


Ala 


Val 


Tyr 


Ser 


Thr 


Thr 


He 


Ser 


Pro 


Val 


65 










70 










75 










80 


Leu 


He 


Val 


Asp Leu 


Leu 


Cys 


Asp 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Xaa 


Ala 










85 










90 










95 




Cys 


Met 


Gly Gin 


Leu 


Phe 


He 


Asp 


His 


Leu 


Phe 


Gly 


Gly 


Ser 


Glu 


Val 








100 










105 










110 






Phe 


Leu 


Leu 
115 


Val 


Val 


Met 


Ala 


Cys 
120 


Asp 


Arg 


Cys 


Val 


Ala 
125 


He 


Cys 


Lys 


Pro 


Leu 
130 


His 


Tyr 


Leu 


Thr 


He 
135 


Met 


Asn 


Arg 


Gin 


Val 
140 


Cys 


He 


Leu 


Leu 


Leu 


Val 


Leu 


Ala 


Val 


Thr 


Gly 


Gly Phe 


Val 


His 


Pro 


Val 


Phe 


Gin 


Val 


145 










150 










155 










160 


Val 


Val 


Val 


Tyr 


Ser 


Leu 


Pro 


Phe 


Cys 


Gly Pro 


Asn 


Val 


He 


Asp 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 
180 


He 


Tyr 


Pro 


Leu 


Leu 
185 


Glu 


Leu 


Ala 


Cys 


Thr 
190 


Asp 


Thr 


Tyr 


Phe 


He Gly Leu 
195* 


Thr 


Val 


Val 


Phe 


Asn Gly 


Gly 


Ala 


Met 


Arg 


Met 










200 










205 








Val 


He 
210 


Leu 


Thr 


Leu 


Leu 


Leu 
215 


Val 


Phe 


Tyr 


Gly 


Val 
220 


He 


Leu 


Asn 


Ser 


Leu 


Lys 


Thr Tyr Ser 


Gin 


Glu 


Gly Arg 


His 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ser 


Ser 


His 


Val 


Thr 
245 


Val 


Val 


He 


Leu 


Phe 
250 


Phe 


Ala 


Ser 


Cys 


He 
255 


Phe 


He 


Tyr 


Val 


Arg 
260 


Pro 


Val 


Ser 


Asn 


Phe 
265 


Pro 


Val 


Asp 


Lys 


Phe 
270 


Met 


Thr 


Val 


Phe 


Tyr 
275 


Thr 


Val 


He 


Thr 


Pro 
280 


Met 


Leu 


Asn 


Pro 


Phe 
285 


He 


Cys 


Met 


Leu 


Arg 
290 


Asn 


Ser 


Glu 


Met 


Arg 
295 


Asn 


Ala 


He 


Glu 


Lys 
300 


Leu 


Leu 


Cys 


Lys 


Met 


Asn 


Cys 


Ser 


Xaa 


Asn 


Lys 


Ser 


Val 


Pro 


Ser 
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<210> 1727 
<211> 313 
<212> PRT 

<213> Unknown (H38g645 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (313) 

<223> Xaa = Any Amino Acid 

<400> 1727 

Met Gly Leu Ser Asn Asn Val Thr Glu Leu Phe Leu Leu Gly Leu Thr 
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1 




5 




1 A 
1U 










1 c 

Id 




Gin Asp 


Leu 


Asp Val Gin Asn Ala 


Leu 


Phe 


Val 


Met 


Phe 


Leu 


Leu 


Tnr 






20 


25 










30 






Tyr lie 


Val 


Thr Met Val Gly Asn Leu 


Leu 


He 


Val 


Val 


Thr 


He 


lie 




35 


40 










45 








Ala Thr 


Pro 


Ser Leu Gly Ser Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 


cys 


Leu 


50 




55 








60 










Ser Phe 


lie 


Asp Ala Val Tyr Ser 


Thr 


Thr 


He 


Tyr 


Pro 


Lys 


Leu 


Val 


65 




70 






75 










80 


Val Asp 


Xaa 


Leu His Asn Xaa Lys 


Thr 


He 


Leu 


Phe 


Pro 


Thr 


Cys 


Met 






85 




90 










95 




Gly Gin 


Pro 


Leu Thr Asp His Leu 


Phe Gly Gly Val 


Glu 


Val 


Phe 


Phe 






100 


105 










110 






Leu Leu 


Val 


Met Ala Cys Asp Arg Tyr Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 




115 


120 










125 








His Tyr 


Phe 


Thr lie Met Asn Arg 


Gin 


Val 


Phe 


He 


Leu 


Leu 


Leu 


Val 


130 




135 








140 










Val Ala 


Val 


Thr Glv Glv Phe Val 


Arg 


Ser 


Val 


Phe 


Gin 


He 


Val 


Val 


145 




150 






155 










160 


Val Tyr 


Ser 


Leu Pro Phe Cys Gly 


Pro 


Asn 


Val 


He 


Asp 


His 


Phe 


Phe 






165 




170 










175 




Cys Asn 


Met 


Tyr Pro Leu Met Glu 


Met 


Ala 


Xaa 


Thr 


Asp 


Thr 


Tyr 


Phe 






180 


185 










190 






lie Gly 


Leu 


Thr Val Val Phe Lys 


Val 


Glu 


Ala 


He 


Cys 


Val 


Val 


He 




195 


200 










205 








Phe Thr 


Leu 


Leu Leu lie Ser Ser 


Gly 


Val 


He 


Leu 


He 


Ser 


Leu 


Lys 


210 




215 








220 










Thr Tyr 


Ser 


Gin Glu Gly Arg His 


Lys 


Ala 


Leu 


Phe 


Thr 


Cys 


Ser 


Ser 


225 




230 






235 










240 


Arg lie 


Thr 


Val Val Val Leu Phe 


Phe 


Val 


Pro 


Cys 


He 


Phe 


Met 


Tyr 






245 




250 










255 




Val Arg 


Pro 


Val Phe Asn Phe Pro 


He Asp 


Lvs 


Phe 


He 


He 


Val 


Phe 






260 


265 










270 






Tyr Thr 


Val 


lie Thr Pro Met Leu 


Asn 


Pro 


Leu 


He 


Tyr Met 


Leu Arg 




275 


280 










285 








Asn Ser 


Xaa 


Thr Arg Asn Ala lie 


Glu 


Asn 


Pro 


Xaa 


Cys 


Lys 


Lys 


Leu 


290 




295 








300 










Thr Val 


Asp 


Arg He Arg Val Tyr 


He 
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<210> 1728 




















<211> 315 




















<212> PRT 




















<213> Unknown (H38g646 protein) 


















<220> 






















<223> Synthetic construct 


















<221> VARIANT 


















<222> (1) . . , 


. (315) 


















<223> Xaa = 


Any Amino Acid 


















<400> 1728 




















Met Arg 


Pro 


Asn Asn Ser He Thr 


Glu 


Phe 


Val 


Leu 


Leu Gly 


Phe 


Ser 


1 




5 




10 










15 




Gin Asp 


Pro 


Asp Met Gin Asn Thr 


Leu 


Phe 


Val 


Met 


Phe 


Leu 


Leu 


Thr 






20 


25 










30 






Tyr lie 


Val 


Thr Val Val Gly Asn Leu 


Leu 


Val 


Ala 


Val 


Thr 


He 


He 




35 


40 










45 








Val Ser 


Pro 


Ser Leu Ser Ser Pro 


Met 


Xaa 


Phe 


Phe 


Leu 


Ala 


Cys 


Leu 


50 




55 








60 
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Ser 


Leu 


lie 


Asp Ala Val 


Leu 


Ser 


Thr Thr 


He 


Ser 


Pro 


He 


Leu 


He 


65 










70 








75 










80 


Val 


Asp 


Leu 


Leu 


Cys 


Asp 


Lys 


Lys 


Thr He 


Ser 


Pne 


Pro 


Ala 


Cys 


Met 










85 








90 










95 




Gly Gin 


Leu 


Phe 


Thr 


Asp 


His 


Leu 


Phe Gly Gly 


Thr 


Glu 


He 


Phe 


Leu 








100 










105 








110 






Leu 


Val 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






lib 










120 








12d 








His 


Tyr 


Leu 


Thr 


He 


Met 


Asn 


Arg 


Gin Val 


Ser 


lie 


Leu 


Leu 


Leu 


Val 




130 










135 








140 










Val 


Ala 


Met 


Thr Gly Gly Phe 


Leu 


His Ser 


Val 


Pne 


Gin 


lie 


■j\ I _ 
Ala 


Val 


145 










150 








155 










160 


Leu 


Tyr 


Ser 


Leu 


Pro 


Phe 


Cys 


Gly Pro Asn Val 


He 


Asp 


His 


Phe 


Phe 










165 








170 










175 




Cys 


Asp 


Met 


Tyr 


Pro 


Leu 


Leu 


Glu 


Leu Ala 


Cys 


Thr 


Asp 


Thr 


Tyr 


Ser 








180 










185 








190 






lie Gly 


Leu 


Thr 


Val 


Val 


Phe 


Ser 


Gly Gly Ala 


Met 


Cys 


Met 


Val 


He 






195 










200 








205 








Phe 


Ala 


Leu 


Leu 


Leu 


He 


Ser 


Tyr Gly Val 


Ser 


Leu 


Asn 


Ser 


Leu 


Lys 




210 










215 








220 










Thr 


Tyr 


Ser 


Gin 


Glu 


Gly 


Arg 


Arg 


Lys Ala 


Leu 


Ser 


Thr 


Cys 


Ser 


Ser 


225 










230 








235 










240 


His 


lie 


Thr 


Val 


Val 


Val 


Leu 


Phe 


Phe Val 


Pro 


Cys 


He 


Phe 


Met 


Tyr 










245 








250 










255 




Val 


Arg 


Pro 


Val 


Ser 


Asn 


Phe 


Pro 


He Asp 


Lys 


Phe 


Val 


Thr 


Val 


Phe 








260 










265 








270 






Tyr 


Thr 


Val 


He 


Thr 


Pro 


Met 


Leu 


Asn Pro 


Phe 


Leu 


Tyr 


Thr 


Leu 


Arg 






275 










280 








285 








Asn 


Ser 


Glu 


Met 


He 


Asn 


Ala 


He 


Lys His 


Leu 


Leu 


Cys 


Lys 


Lys 


Leu 




290 










295 








300 










Thr 


lie 


Val 


Arg 


He 


Arg 


Val 


Ser 


Leu Leu 


Met 













305 310 315 



<210> 1729 
<211> 322 
<212> PRT 

<213> Unknown (H38g647 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (322) 

<223> Xaa = Any Amino Acid 

<400> 1729 

Met Gly Ser Ser Asn Asn Val Thr Glu Phe Val Leu Leu Ala Leu Thr 

15 10 15 

Gin Ala Pro Asp Val Gin Lys Val Leu Phe Val Met Phe Leu Phe Thr 

20 25 30 

Tyr He Val Thr Met Val Gly Asn Leu Leu Thr Val Val Thr He Phe 

35 40 45 

Ala Ser Pro Ser Leu Gly Ser Pro Val Xaa Leu Phe Leu Ala Cys Leu 

50 55 60 

Ser Leu Met Asp Ala Val Tyr Ser Thr Ser Phe Ser Pro Lys Leu Met 
65 70 75 80 

He Asp Leu Leu Cys Asp Lys Lys Thr Val Ser Phe Pro Ala Cys Met 

85 90 95 

Gly Gin Leu Phe Ala Asp His Leu Phe Gly Gly Val Glu Val Phe Leu 

100 105 110 

Phe Val Gly Met Ala Tyr Asp His Tyr Val Ala He Ser Lys Pro Leu 
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X XD 








xzu 








125 








HIS 


Tyr 


Leu 


lie 


lie vai 


Asn 


Arg 


Leu 


vax 


Cys He 


Leu 


Leu 


Leu 


VdJL 




















140 










val 


Ala 


vai 


Thr 


t>iy Giy 


Fne 


xaa 


HXS 


Ser 


Met Phe 


Leu 


Fne 


Fne 


Ada 


1 A C 

14b 


















155 








i fin 




Tyr 


Leu 




Fne iyr 


vax 


Asn 


Ser 


Met 


Phe Gin 


He 


Vol 


VaX 


Val 










iod 








170 








17c 
X / 3 




Tyr 


Ser 


Leu 


Pro 


Phe Cys 


tjiy 


Ser 


Asn 


Val 


He Asp His 


T1 Q 

xxe 


vax 


Cys 








1 oO 








185 








xuu 






Asp 


Met 


Tyr 


Pro 


iteu Lieu 


VjlU 


Leu 


Ala 


Cys 


Ala Asp 


Thr 


Tyr 


t lit? 


Tin 

xxe 














200 








205 








Gly 


Leu 


Thr 


val 


He Ala 


Asn 


Gly Gly Ala 


He Cys 


Met 


vax 


Tin 

x xe 


Fne 


- 


A 1U 
















220 










Cys 


Leu 


Leu 


Leu 


Thr Ser 


Tyr 


Gly Val 


He 


Leu Asn 


Phe 


Leu 


Lys 


Thr 


n o c 

225 








nft 










235 








240 


Tyr 


Ser 


Gin 


GlU 


Gly Arg 


HIS 


Arg 


Thr 


Leu 


Ser Thr 


Cys 


Ser 


Ser 


His 










24d 








250 








255 




lie 


Thr 


Val 


Val 


Val Leu 


Pne 


Phe 


Val 


Pro 


Cys He 


Phe 


Met 


Tyr 


Val 








260 








265 








*7 n 
2/0 






Arg 


Pro 


Val 


Ser 


Asn Phe 


Pro 


He 


Asp Lys 


Phe He Thr 


Glu 


Phe Tyr 






275 








280 








285 








Thr 


Val 


He 


Thr 


Pro Lys 


Leu 


Asn 


Pro 


Leu 


He Gin 


Pro 


Leu 


Arg Asn 




290 








295 








300 










Xaa 


Glu 


Met 


Arg 


He Thr 


Met 


Lys 


Lys 


Leu 


Trp Cys 


Xaa 


Thr 


Xaa 


Thr 
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310 










315 








320 


lie 


Val 



























<210> 1730 
<211> 310 
<212> PRT 

<213> Unknown (H38g648 protein) 
<220> 

<223> Synthetic construct 



<400> 1730 



Met 


Lys 


Asn 


Lys 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly Leu 


Thr 


1 








5 










10 










15 




Gin 


Asn 


Pro 


Glu 
20 


Gly 


Gin 


Lys 


Val 


Leu 
25 


Phe 


Val 


Thr 


Phe 


Leu 
30 


Leu 


He 


Tyr 


Met 


Val 
35 


Thr 


He 


Met 


Gly 


Asn 
40 


Leu 


Leu 


He 


He 


Val 
45 


Thr 


He 


Met 


Ala 


Ser 
50 


Gin 


Ser 


Leu 


Gly 


Ser 
55 


Pro 


Met 


Tyr 


Phe 


Phe 
60 


Leu 


Ala 


Ser 


Leu 


Ser 


Phe 


He 


Asp 


Thr 


Val 


Tyr 


Ser 


Thr Ala 


Phe 


Ala 


Pro 


Lys 


Met 


He 


65 










70 










75 










80 


Val 


Asp 


Leu 


Leu 


Ser 


Glu 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Gin 


Gly Cys 


Met 










85 










90 










95 




Ala 


Gin 


Leu 


Phe 


Met 


Asp 


His 


Leu 


Phe 


Ala 


Gly Ala Glu 


Val 


He 


Leu 








100 










105 










110 






Leu 


Val 


Val 
115 


Met 


Ala 


Tyr 


Asp 


Arg 
120 


Tyr 


Met 


Ala 


He 


Cys 
125 


Lys 


Pro 


Leu 


His 


Glu 


Leu 


He 


Thr 


Met 


Asn 


Arg Arg Val 


Cys 


Val 


Leu 


Met 


Leu 


Leu 




130 










135 










140 










Ala 


Ala 


Trp 


He 


Gly 


Gly 


Phe 


Leu 


His 


Ser 


Leu 


Val 


Gin 


Phe 


Leu 


Phe 


145 










150 










155 










160 


He 


Tyr 


Gin 


Leu 


Pro 
165 


Phe 


Cys 


Gly 


Pro 


Asn 
170 


Val 


He 


Asp 


Asn 


Phe 
175 


Leu 


Cys 


Asp Leu 


Tyr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Thr 


Asn 


Thr 


Tyr 


Val 








180 










185 










190 
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Thr 


Gly 


Leu 


Ser 


Met 


He 


Ala 


Asn Gly Gly Ala 


He Cys 


Ala 


Val 


Thr 






195 










200 






205 








Phe 


Phe 


Thr 


He 


Leu 


Leu 


Ser 


Tyr Gly Val 


He 


Leu 


His 


Ser 


Leu 


Lys 




210 










215 






220 










Thr 


Gin 


Ser 


Leu 


Glu 


Gly 


Lys 


Arg Lys Ala 


Phe 


Tyr 


Thr 


Cys 


Ala 


Ser 


225 










230 






235 












His 


Val 


Thr 


Val 


Val 


He 


Leu 


Phe Phe Val 


Pro 


Cys 


lie 


irne 


Leu 


Tyr 
















250 










255 




Ala 


Arg 


Pro 


Asn 


Ser 


Thr 


Phe 


Pro He Asp 


Lys 


Ser 


Met 


Thr 


Val 


Val 






260 








265 








270 






Leu 


Thr 


Phe 


He 


Thr 


Pro 


Met 


Leu Asn Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Lys 






275 










280 






285 








Asn 


Ala 


Glu 


Met 


Lys 


Ser 


Ala 


Met Arg Lys 


Leu 


Trp 


Ser 


Lys 


Lys 


Val 




290 










295 






300 










Ser 


Leu 


Ala Gly 


Lys 


Trp 
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<210> 1731 
<211> 275 
<212> PRT 

<213> Unknown (H3 8g649 protein) 
<220> 

<223> Synthetic construct 



<400> 1731 



Met 


Val 


Gly 


Asn 


Leu 


Leu 


He 


Trp 


Val 


Thr 


Thr 


He Gly Ser 


Pro 


Ser 


1 








5 










10 










15 




Leu 


Gly 


Ser 


Leu 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 


Tyr 


Leu 


Ser 


Leu 


Met 


Asp 






20 










25 










30 






Ala 


He 


Tyr 
35 


Ser 


Thr 


Ala 


Met 


Ser 
40 


Pro 


Lys 


Leu 


Met 


He 
45 


Asp 


Leu 


Leu 


Cys 


Asp 


Lys 


He 


Ala 


He 


Ser 


Leu 


Ser Ala Cys 


Met 


Gly Gin 


Leu 


Phe 




50 










55 










60 










He 


Glu 


His 


Leu 


Leu 


Gly 


Gly 


Ala 


Glu 


Val 


Phe 


Leu 


Leu 


Val 


Val 


Met 


65 










70 










75 










80 


Ala 


Tyr 


Asp 


Arg 


Tyr 
85 


Val 


Ala 


He 


Ser 


Lys 
90 


Pro 


Leu 


His 


Tyr 


Leu 
95 


Asn 


He 


Met 


Asn 


Arg 
100 


Leu 


Val 


Cys 


He 


Leu 
105 


Leu 


Leu 


Val 


Val 


Ala 
110 


Met 


He 


Gly 


Gly 


Phe 


Val 


His 


Ser 


Val 


Val 


Gin 


He 


Val 


Phe 


Leu 


Tyr 


Ser 


Leu 




115 










120 










125 








Pro 


He 
130 


Cys 


Gly 


Pro 


Asn 


Val 
135 


He 


Asp 


His 


Ser 


Val 
140 


Cys 


Asp 


Met 


Tyr 


Pro 


Leu 


Leu 


Glu 


Leu 


Leu 


Cys 


Leu Asp Thr Tyr 


Phe 


He Gly 


Leu 


Thr 


145 










150 










155 










160 


Val 


Val 


Ala 


Asn 


Gly 
165 


Gly 


He 


He 


Cys 


Met 
170 


Val 


He 


Phe 


Thr 


Phe 
175 


Leu 


Leu 


He 


Ser 


Cys 
180 


Gly 


Val 


He 


Leu 


Asn 
185 


Phe 


Leu 


Lys 


Thr 


Tyr 
190 


Ser 


Gin 


Glu 


Glu 


Arg 
195 


His 


Lys 


Ala 


Leu 


Pro 
200 


Thr 


Cys 


He 


Ser 


His 
205 


He 


He 


Val 


Val 


Ala 
210 


Leu 


Val 


Phe 


Val 


Pro 
215 


Cys 


He 


Phe 


Met 


Tyr 
220 


Val 


Arg 


Pro 


Val 


Ser 


Asn 


Phe 


Pro 


Phe 


Asp 


Lys 


Leu 


Met 


Thr 


Val 


Phe 


Tyr 


Ser 


He 


He 


225 










230 










235 










240 


Thr 


Leu 


Met 


Leu 


Asn 
245 


Pro 


Leu 


He 


Tyr 


Ser 
250 


Leu 


Arg 


Gin 


Ser 


Glu 
255 


Met 


Lys 


Asn 


Ala 


Met 


Lys 


Asn 


Leu 


Trp 


Cys 


Glu 


Lys 


Leu 


Ser 


lie 


Val 


Arg 






260 










265 










270 







Lys Arg Val 
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<210> 1732 
<211> 218 
<212> PRT 

<213> Unknown (H38g650 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 



<400> 1732 



Leu Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 






5 










10 










15 




Asp He 


Gin 


Ser 


His 


Ser 


Arg 


Leu 


He 


Ser 


Xaa 


Ala 


Gly 


Cys 


Leu 


Thr 






20 










25 










30 






Pro Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 


Gly Gly 


Met 


Glu 


Glu 


Asn 


Met 


Leu 




35 










40 










45 








Leu Ser 


Val 


He 


Ala 


Tyr 


Asp 


Pro 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


50 










55 










60 










Tyr His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cvs 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Leu 


65 








70 










75 










80 


Leu Ser 


Phe 


Phe 


Ser 


Gin 


Ser 


Leu 


Leu 


Asp 


Ala 


Gin 


Val 


His 


Asn 


Leu 








85 










90 










95 




He Ala 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


Asp 


Val 


Glu 


He 


Pro 


Asn 


Phe 






100 










105 










110 






Phe Trp 


Glu 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 


Ala 


Cys 


Cys 


Asp 


Thr 


Phe 




115 










120 










125 








Thr Asn 


Asn 


He 


He 


Met 


Tyr 


Ser 


Pro 


Ala 


Ala 


He 


Phe 


Gly 


Phe 


Leu 


130 










135 










140 










Pro He 


Ser Gly 


Thr 


Leu 


Phe 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Ser 


Ser 


He 


145 








150 










155 










160 


Leu Arg 


Val 


Ser 


Ser 


Ser Gly 


Gly 


Lys 


Tyr 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 








165 










170 










175 




Gly Ser 


Arg 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Val 


Tyr 


Gly 


Thr 


Gly 


Val 


Gly 






180 










185 










190 






Glu Tyr 


Leu Gly 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 


Lys 


Gly 


Ala 


Val 




195 










200 










205 








Ala Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 














210 










215 




















<210> 1733 




























<211> 216 




























<212> PRT 




























<213> Unknown (H38g651 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1733 




























Ser Met 


Ala 


Leu 


Met 


Leu 


He 


Cys 


Thr 


Thr 


Gly 


Pro 


Lys 


Met 


Ala 


Phe 


1 






5 










10 










15 




Asn Tyr 


Leu 


Ser 


Gly 


Ser 


Lys 


Ser 


His 


Phe 


Tyr 


Gly 


Cys 


Cys 


Ala 


Thr 






20 










25 










30 






Gin He 


Phe 


Phe 


Tyr 


Thr 


Ser 


Leu 


Leu 


Gly 


Ser 


Glu 


Cys 


Phe 


Leu 


Leu 




35 










40 










45 








Ala Val 


Met 


Ala 


Tyr Asp Arg Tyr 

cc 


Thr 


Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 



50 55 60 
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Tvr 

* JT *■ 


Thr 


As n 


Leu 


Met Ser Pro 


Lys 


He Cys Gly Leu Met 


Thr 


Ala 


Phe 


65 








70 






75 








80 


Ser 


Tro 


lie 


Leu 


Gly Ser Thr 


Asp 


Gly He 


He 


Asp Va 1 


Val 


Ala 


Thr 










85 




90 








95 




Phe 


Ser 


Phe 


Ser 


Tyr Cys Gly 


Ser 


Arg Glu 


He 


Ala His 


Phe 


Phe 


Cys 








100 






105 






110 






Asp 


Phe 


Pro 


Ser 


Leu Leu He 


Leu 


Ser Cys 


Ser 


Asp Thr 


Ser 


He 


Phe 






115 






120 






125 








Glu 


Lys 


He 


Leu 


Phe He Cys 


Cys 


He Val 


Met 


He Val 


Phe 


Pro 


Val 




130 






135 








140 








Ala 


lie 


He 


He 


Ala Ser Tyr 


Ala 


Arg Val 


He 


Leu Ala 


Val 


He 


His 


145 








150 






155 








160 


Met 


Glv 


Ser Gly 


Glu Glv A tci 


Arg 


Lys Ala 


Phe 


Thr Thr 


Cys 


Ser 


Ser 










165 




170 








175 




His 


Leu 


Leu 


Val 


Val Gly Met 


Tyr Tyr Gly Ala Ala Leu 


Phe 


Met 


Tyr 








180 






185 






190 






lie 


Arg 


Pro 


Thr 


Ser Asp Arg 


Ser 


Pro Thr Gin Asp Lys 


Met 


Val 


Ser 






195 






200 






205 








Val 


Phe 


Tyr Thr 


He Leu Thr 


Pro 
















210 






215 

















<210> 1734 
<211> 212 
<212> PRT 

<213> Unknown (H3 8g652 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(212) 

<223> Xaa = Any Amino Acid 



<400> 1734 



Phe 


Val 


Asp 


He 


Ala 


Cys 


Ser 


Ser 


Ala 


Thr 


Ala 


Pro 


Lys Met 


He 


Glu 


1 








5 










10 










15 




Asp 


Phe 


Val 


Ser 


Glu 


Lys 


Lys 


Thr 


He 


Ser Tyr Trp Gly Cys 


He 


Thr 








20 










25 










30 






Gin 


Met 


Phe 
35 


Thr 


Phe 


His 


Phe 


Phe 
40 


Gly 


Cys 


Ala 


Glu 


He 
45 


Phe 


Val 


Leu 


Thr 


Val 

50 


Met 


Ala 


Phe 


Asp 


Arg 
55 


Tyr 


Ala 


Ala 


He 


Cys 
60 


Gin 


Pro 


Leu 


Arg 


Tyr 


Thr 


Val 


He 


Met 


Ser 


Ala 


Asn 


Ala 


Tyr 


Thr 


Val 


Leu 


Ala 


Ser 


Leu 


65 










70 










75 










80 


Ser 


Trp 


Leu Gly Ala 


Leu 


Gly His 


Ser 


Phe 


Val 


Gin 


Thr 


Leu 


Leu 


Thr 










85 










90 










95 




Phe 


Gin 


Leu 


Pro 
100 


Phe 


Cys 


Asn 


Ala 


Gin 
105 


Val 


He 


Glu 


His 


Tyr 
110 


Phe 


Cys 


Asp 


Val 


His 
115 


Pro 


Val 


Leu 


Lys 


Leu 
120 


Ala 


Cys 


Ala 


Asp 


Thr 
125 


Thr 


Leu 


Val 


Asn 


Met 


Leu 


Val 


Val 


Ala 


Asn 


Ser Gly Leu 


He 


Ser 


Leu Gly Cys 


Phe 




130 










135 










140 










Leu 


He 


Leu 


Leu 


Ala 


Ser 


Tyr 


Thr 


Val 


He 


Leu 


Phe 


Ser Leu Gin Lys 


145 










150 










155 










160 


Gin 


Ser 


Ala 


Glu 


Ser 
165 


Xaa 


His 


Lys 


Val 


Leu 
170 


Ser 


Thr 


Cys 


Gly 


Ser 
175 


His 


Leu 


Thr 


He 


Val 
180 


Thr 


Phe 


Phe 


Phe 


Val 
185 


Pro 


Cys 


He 


Phe 


He 
190 


Tyr 


Arg 


Pro 


Ser 


Thr 
195 


Thr 


Phe 


Pro 


Leu 


Asp 
200 


Lys 


Ala 


Val 


Ser 


Val 
205 


Phe 


Tyr 


Thr 


Thr 


He 


Thr 


Pro 
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<210> 1735 
<211> 223 
<212> PRT 

<213> Unknown (H38g653 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(223) 

<223> Xaa = Any Amino Acid 



<400> 1735 



Leu 


Pro 


Asp 


He Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 








5 










10 










15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


Tyr 


Ala 


Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 


Xaa Gly 


Arg 


Glu 


Glu 


Ser 


Met 


Leu 






35 










40 










45 








Leu 


Ser 
50 


Val 


Met 


Ala 


Tyr 


Asp 
55 


Gin 


Phe 


Val 


Ala 


lie 
60 


Cys 


His 


Pro 


Pro 


Tyr 


Arg 


Ser 


Ala 


He 


Leu 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Cys 


65 










70 










75 










80 


Cys 


Pro 


Cys 


Phe 


Phe 
85 


Phe 


Phe 


Phe 


Phe 


Phe 
90 


Leu 


Ser 


Leu 


Leu 


Asp 
95 


Ser 


Gin 


Leu 


His 


Asn 
100 


Leu 


He 


Ala 


Leu 


Gin 
105 


Met 


Thr 


Cys 


Phe 


Lys 
110 


Asp 


Val 


Glu 


lie 


Pro 
115 


Asn 


Phe 


Phe 


Trp 


Glu 
120 


Pro 


Ser 


Gin 


Leu 


Pro 
125 


His 


Leu 


Ala 


Cys 


Cys 


Asp 


He 


Phe 


Thr 


Arg 


Asn 


He 


Asn 


Leu Tyr 


Phe 


Pro 


Ala 


Ala 




130 










135 










140 










lie 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly Thr 


Leu 


Phe 


Ser 


Tyr 


Ser 


Lys 


145 










150 










155 










160 


lie 


Val 


Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser Gly Gly Arg 


Tyr 


Lys 










165 










170 










175 




Ala 


Leu 


Ser 


Thr 
180 


Cys 


Gly 


Ser 


His 


Val 
185 


Ser 


Val 


Val 


Cys 


Xaa 
190 


Val 


Tyr 


Gly 


Thr 


Gly Val 


Gly Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Phe 


Ser 


Pro 






195 










200 










205 








Arg 


Lys 


Gly Ala Val Ala 


Ser 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr 


Pro 






210 










215 










220 











<210> 1736 
<211> 216 
<212> PRT 

<213> Unknown (H38g654 protein) 
<220> 

<223> Synthetic construct 
<400> 1736 

Leu Leu Asp Leu Cys Tyr Thr Thr 

1 5 
Asn Leu Cys Ser He Arg Lys Val 
20 

Gin Leu Phe He Phe Leu Ala Leu 

35 40 
Ala Val Met Ser Phe Asp Arg Phe 
50 55 



Cys Thr Val Pro Gin Met, Leu Val 

10 15 
He Ser Tyr Arg Gly Cys Val Ala 
25 30 
Gly Ala Thr Glu Tyr Leu Leu Leu 
45 

Val Ala He Cys Arg Pro Leu His 
60 
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£>er 


Val 


lie 


Met 


XT * 

nl S 


fc»in 


Arg 


Leu 


Cys 


Leu 


Gin Leu 


Ala 


Aia 


Aia 


65 










70 










75 








80 


Ser 


Arg 


val 


Thr Gly 


rxie 


i>er 


Asn 


Ser 


Vcl J. 


Trp 


Leu Ser 


inr 


Leu 


i nr 










85 










on 








O R 

7J 




Leu 




Leu 


Pro 
100 


Leu 


Cys 


Asp 


Pro 


Tyr 

1 OR 
X \J ~> 


vai 


± j.e 


Asp His 


rne 
110 


Leu 


Cys 




VaJ. 


Pro 
115 


Ala 


Leu 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Val 


Glu Thr 
125 


Thr 


Ala 


Asn 


bill 


AJ.a 




Leu 


Phe 


Leu 


Val 
135 


oer 




Leu 


Phe 


His Leu 
140 


He 


Pro 


Leu 


i nr 


Leu 


ne 


Leu 


He 


Ser 


Tyr 


TV 1 ~ 

Ala 


Phe 


He 


Val 


Arg Ala 


Val 


Leu 


Arg 


145 










150 










155 








160 


lie 


win 


Ser 


Ala Glu Gly Arg 


Gin 


Lys 


Ala 


Phe Gly Thr Cys Gly Ser 










165 










170 








175 




His 


Leu 


lie 


Val 
180 


Val 


Ser 


Leu 


Phe 


Asn 
185 


Ser 


Thr 


Ala Val 


Ser 
190 


Val 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys Asp Gin Gly Lys Met Val 


Ser 






195 










200 








205 








Leu 


Phe 
210 


Tyr 


Gly 


He 


He 


Ala 
215 


Pro 

















<210> 1737 
<211> 218 
<212> PRT 

<213> Unknown (H3 8g655 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 



<400> 1737 

Leu Pro Asp He Gly Phe Thr Ser Thr He Val Pro Lys Met He Val 

1 5 10 15 

Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Arg Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu Asp Ser Met Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu 

50 55 60 

Tyr His Ser Ala He Met Asn Pro Cys Phe Cys Gly Phe Leu Leu Leu 
65 70 75 80 

Leu Ser Phe Phe Phe Leu Ser Leu Leu Asp Ala Gin Leu His Asn Leu 

85 90 95 

He Ala Leu Gin Met Thr Cys Phe Lys Asp Val Glu He Pro Asn Phe 

100 105 110 

Phe Cys Asp Pro Ser Gin Leu Pro His Leu Ala Cys Cys Asp Thr Phe 

115 120 125 

Thr Asn Asn He He Met Tyr Phe Pro Ala Ala He Phe Gly Phe Leu 

130 135 140 

Pro He Ser Gly Thr Leu Phe Ser Tyr Asp Lys He Val Ser Ser He 
145 150 155 160 

Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr Lys Ala Phe Ser Thr Tyr 

165 170 175 

Gly Ser His Leu Ser Asp Val Ser Xaa Phe Tyr Gly Thr Gly Val Gly 

180 185 190 

Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro Arg Lys Thr Ala Val 

195 200 205 

Ala Ser Val Met Tyr Thr Val Val Thr Pro 
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210 215 

<210> 1738 
<211> 221 
<212> PRT 

<213> Unknown (H38g656 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (221) 

<223> Xaa = Any Amino Acid 



<400> 1738 



Phe 


Pro 


Asp 


He Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 








5 










10 










15 




Asp 


lie 


Gin 


Ser 


His 


Ser 


Arg 


Val 


lie 


Ser 


Tyr Ala Gly Cys 


Pro 


Thr 








20 










25 










30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe Gly Asp Thr Glu Glu Asn Met 


Phe 






35 










40 










45 








Leu 


Ser 
50 


Val 


Val 


Ala 


Tyr 


Asp 
55 


Arg 


Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


Arg 


Ser 


Ala 


He 


Leu 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Asp 


Ser 


65 










70 










75 










80 


Leu 


Ser 


Leu 


Val 


Phe 
85 


Phe 


Phe 


Phe 


Phe 


Ser 
90 


Leu 


Leu 


Asp 


Ser 


Gin 
95 


Leu 


His 


Asn 


Leu 


He 
100 


Ala 


Leu 


Gin 


Met 


Thr 
105 


Cys 


Phe 


Lys 


Asp 


Val 
110 


Glu 


He 


Pro 


Asn 


Phe 
115 


Phe 


Trp 


Glu 


Pro 


Ser 
120 


Gin 


Leu 


Pro 


His 


Leu 
125 


Ala 


Cys 


Cys 


Asp 


He 


Phe Thr Arg Asn 


He 


Asn 


Leu 


Tyr 


Phe 


Pro 


Ala 


Ala 


Tie 


Phe 




130 










135 










140 










Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly 


Thr 


Leu 


Phe 


Ser 


Cys 


Tyr 


Lys 


He 


Val 


145 










150 










155 










160 


Ser 


Phe 


He 


Leu Arg Val 


Ser 


Ser 


Ser Gly Gly Lys Tyr 


Lys 


Ala 


Phe 










165 










170 










175 




Ser 


Ala 


Cys Gly Ser His 


Leu 


Ser 


Val 


Val 


Tyr 


Xaa 


Phe 


Tyr Gly 


Thr 








180 










185 










190 






Gly 


Phe 


Gly Gly Tyr Leu 


Ser 


Ser Asp Val 


Ser 


Ser 


Ser 


Pro Arg 


Lys 






195 










200 










205 








Thr 


Ala 
210 


Val 


Ala 


Ser 


Val 


Met 
215 


Tyr 


Ala 


Val 


Val 


Thr 
220 


Pro 









<210> 1739 
<211> 216 
<212> PRT 

<213> Unknown (H38g657 protein) 
<220> 

<223> Synthetic construct 
<400> 1739 

Val Leu Asp Val Gly Cys He Thr Val Thr Val Pro Ala Met Leu 

15 10 15 

Arg Leu Leu Ser His Lys Ser Thr He Ser Tyr Asp Ala Cys Leu 

20 25 30 

Gin Leu Phe Phe Phe His Leu Leu Ala Gly Met Asp Cys Phe Leu 

35 40 45 

Thr Ala Met Ala Tyr Asp Arg Leu Leu Ala He Cys Gin Pro Leu 
50 55 60 



Gly 
Ser 
Leu 
Thr 
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Tyr Ser 


Thr 


Arg 


Met 


Ser 


Gin 


Thr 


Val 


Gin 


Arg 


Met 


Leu 


Val 


Ala 


Ala 


65 






70 










75 










80 


Ser Trp 


Ala 


Cys 


Ala 


Phe 


Thr 


Asn 


Ala 


Leu 


Thr 


His 


Thr 


Val 


Ala 


Met 






85 










90 










95 




Ser Thr 


Leu 


Asn 


Phe 


Cys 


Gly 


Pro 


Asn 


Glu 


Val 


Asn 


His 


Phe 


Tyr 


Cys 






100 










105 










110 






Asp Leu 


Pro 


Gin 


Leu 


Phe 


Gin 


Leu 


Ser 


Cys 


Ser 


Ser 


Thr 


Gin 


Leu 


Asn 


115 










120 










125 








Glu Leu 


Leu 


Leu 


Phe 


Val 


Ala 


Ala 


Ala 


Phe 


Met 


Ala 


Val 


Ala 


Pro 


Leu 


130 










135 










140 










Val Phe 


He 


Ser 


Val 


Pro 


Tyr 


Ala 


His 


Val 


Val 


Ala 


Ala 


Val 


Leu 


Gin 


145 








150 










155 










160 


He Arg 


Ser 


Ala Glu Gly Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 








165 










170 










175 




His Leu 


Thr 


Val 


Val 


Gly 


He 


Phe 


Tyr 


Gly 


Thr 


Gly Val 


Phe 


Ser 


Tyr 






180 










185 










190 






Met Arg 


Leu 


Gly Ser Val Glu 


Ser 


Ser 


Asp 


Lys 


Asp 


Lys 


Gly 


Val 


Gly 




195 










200 










205 








Val Phe 


Met 


Thr 


Val 


He 


Asn 


Pro 


















210 










215 




















<210> 1740 




























<211> 212 




























<212> PRT 




























<213> Unknown (H38g658 protein) 


















<220> 






























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1).. 


. (212) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 1740 




























Phe Val 


Asp 


He 


Ala 


Cys 


Ser 


Ser 


Ala 


Thr 


Ala 


Pro 


Lys 


Met 


He 


Glu 


1 




5 










10 










15 




Asp Phe 


Val 


Ser 


Glu 


Lys 


Lys 


Thr 


He 


Ser 


Tyr 


Trp Gly 


Cys 


He 


Thr 




20 










25 










30 






Gin Met 


Phe 


Thr 


Phe 


His 


Phe 


Phe 


Gly 


Cys 


Ala 


Asp 


He 


Phe 


Val 


Leu 




35 










40 










45 








Thr Val 


Met 


Ala 


Phe 


Asp 


Arg 


Cys 


Ala 


Ala 


He 


Cys 


Gin 


Pro 


Leu 


Arg 


50 










55 










60 










Tyr Thr 


Val 


He 


Met 


Ser 


Ala 


Asn 


Ala 


Tyr 


Thr 


Val 


Leu 


Ala 


Ser 


Leu 


65 








70 










75 










80 


Ser Trp 


Leu 


Gly 


Ala 


Leu 


Gly 


His 


Ser 


Phe 


Val 


Gin 


Thr 


Leu 


Leu 


Thr 








85 










90 










95 




Phe Gin 


Leu 


Pro 


Phe 


Cys 


Asn 


Ala 


Gin 


Val 


He 


Asp 


His 


Tyr 


Phe 


Cys 






100 










105 










110 






Asp Val 


His 


Pro 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Thr 


Leu 


Val 




115 










120 










125 








Asn Met 


Leu 


Val 


Val 


Ala 


Asn 


Ser 


Gly 


Leu 


He 


Ser 


Leu 


Gly 


Cys 


Phe 


130 










135 










140 










Leu He 


Leu 


Leu 


Ala 


Ser 


Tyr 


Thr 


Val 


He 


Leu 


Phe 


Ser 


Leu 


Gin 


Lys 


145 








150 










155 










160 


Gin Ser 


Ala 


Glu 


Ser 


Xaa 


His 


Lys 


Val 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


His 








165 










170 










175 




Leu Thr 


He 


Val 


Thr 


Phe 


Phe 


Phe 


Val 


Pro 


Cys 


He 


Phe 


He 


Tyr 


Arg 






180 










185 










190 






Pro Ser 


Thr 


Thr 


Phe 


Pro 


Leu 


Asp 


Lys 


Ala 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 




195 










200 










205 








Thr He 


Thr 


Pro 
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<210> 1741 
<211> 216 
<212> PRT 

<213> Unknown (H3 8g659 protein) 
<220> 

<223> Synthetic construct 



<400> 1741 



Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


Leu 


Leu 


Gin 


1 








5 










10 










15 




Asn 


Met 


Gin 


Asn 


Gin 


Asp 


Pro 


Ser 


He 


Pro 


Tyr 


Ala Asp Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu 


Phe 


Gly Asp 


Leu 


Glu 


Ser 


Phe 


Leu 


Leu 






35 










40 










45 








Val 


Ala 


Met 


Ala Tyr Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Thr 


Ala 


He 


Met 


Ser 


Pro 


Met 


Leu 


Cys 


Leu 


Ala 


Leu 


Val 


Ala 


Leu 


65 










70 










75 










80 


Ser 


Trp 


Val 


Leu 


Thr 
85 


Thr 


Phe 


His 


Ala 


Met 
90 


Leu 


His 


Thr 


Leu 


Leu 
95 


Met 


Ala 


Arg 


Leu 


Cys 


Phe Cys Ala 


Asp Asn Val 


He 


Pro 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Met 


Ser 
115 


Ala 


Leu 


Leu 


Lys 


Leu 
120 


Ala 


Phe 


Ser 


Asp 


Thr 
125 


Arg 


Val 


Asn 


Glu 


Trp 


Val 


He 


Phe 


He 


Met 


Gly Gly 


Leu 


He 


Leu 


Val 


He 


Pro 


Phe 




130 










135 










140 










Leu 


Leu 


He 


Leu Gly Ser Tyr 


Ala 


Arg 


Val 


Val 


Ser 


Ser 


He 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Ser 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Phe 


Ser Thr Cys Gly Ser 










165 










170 










175 




His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr Gly Thr 


Val 


He Gly Leu Tyr 








180 










185 










190 






Leu 


Cys 


Ser 
195 


Ser 


Ala 


Asn 


Ser 


Ser 
200 


Thr 


Leu 


Lys 


Asp 


Thr 
205 


Val 


Met 


Ala 


Met 


Met 
210 


Tyr 


Thr 


Val 


Val 


Thr 
215 


Pro 



















<210> 1742 
<211> 146 
<212> PRT 

<213> Unknown (H38g660 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (146) 

<223> Xaa = Any Amino Acid 

<400> 1742 

Thr Leu Gin Asn He Thr Ser Thr Ser He He 

15 10 
Val Pro Gly Leu Glu Ala Phe His Thr Trp He 

20 25 
Phe Leu Ser Val Thr Ala Leu Leu Gly Asn Ser 

35 40 
Thr He Thr Gin Pro Ser Leu His Glu Pro Met 
50 55 



Phe Leu Leu Thr Gly 
15 

Ser He Pro Phe Cys 
30 

Leu He Leu Phe Ala 
45 

Tyr Tyr Phe Leu Ser 
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Met Leu Ser Ala Thr Asp Leu Gly Leu 
65 70 
Met Leu Ser lie Phe Trp Phe Asn Val 
85 

Cys Leu Ser His Met Phe Phe lie Lys 
100 105 
Ser Val Leu Leu Ala Met Ala Phe Asp 

115 120 
Pro Xaa Tyr Ala Met lie Xaa Leu Thr 

130 135 
Val Tyr 
145 

<210> 1743 
<211> 334 
<212> PRT 

<213> Unknown (H38g661 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (334) 

<223> Xaa = Any Amino Acid 



<400> 1743 



Ala 


Gly 


Val 


Glu 


Asn 


Asp 


Asn 


Thr 


Ser 


1 








5 










Val 


Gly 


Phe 


Ser 


Asp 


Arg 


Pro 


His 


Leu 








20 










25 


Val 


Leu 


He 


Phe 


Tyr 


Leu 


Leu 


Thr 


Leu 






35 










40 




Leu 


Leu 


Ser 


Ala 


Leu 


Asp 


Ser 


Arg 


Leu 




50 










55 






Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Met 


65 










70 








Pro 


Gin 


Met 


Leu 


Tyr 


Asn 


Leu 


Trp 


Gly 










85 










Val 


Gly 


Cys 


Ala 


He 


Gin 


Leu 


Tyr 


Phe 








100 










105 


Glu 


Cys 


Val 


Leu 


Leu 


Ala 


Val 


Met 


Ala 






115 










120 




Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Thr 


He 


He 




130 










135 






Gin 


Leu 


Ala 


Ser 


Val 


Ala 


Trp 


Leu 


Ser 


145 










150 








Met 


Ala 


Pro 


Gin 


Thr 


Leu 


Met 


Leu 


Pro 










165 










Asp 


His 


Phe 


Leu 


Cys 


Glu 


Met 


Pro 


Ala 








180 










185 


Asp 


Thr 


Met 


Met 


Leu 


Glu 


Ala 


Leu 


Ala 






195 










200 




He 


Leu 


Ala 


Pro 


Leu 


lie 


Leu 


He 


Leu 




210 










215 






Gly 


Thr 


Val 


Leu 


Arg 


lie 


Lys 


Ser 


Ala 


225 










230 








Asn 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


He 


Val 










245 










He 


He 


Tyr 


Met 


Tyr 


Leu 


Gin 


Pro 


Ala 








260 










265 


Gly 


Lys 


Phe 


Leu 


Thr 


Leu 


Phe 


Tyr 


Thr 
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Ser 


He 


Ser 


Thr 


Leu 


Val 


Thr 




75 










80 


Arg 


Glu 


He 


Ser 


Phe 


Asn 


Ala 


90 










95 




Phe 


Phe 


Thr 


Val 


Met 


Glu 


Ser 










110 






Arg 


Leu 


Val 


Pro 


Ser 


Leu 


Ser 








125 








Gin 


lie 


Ala 


Lys 


Met 


Ser 


Ala 






140 










Ser 


Phe 


Glu 


Gly 


Phe 


He 


Leu 


10 










15 




Glu 


Leu 


lie 


Val 


Phe 


Val 


Val 










30 






Leu Gly 


Asn 


Met 


Thr 


He 


Val 








45 








His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 






60 










Cys 


Phe 


Thr 


Thr 


Gly 


Ser 


He 




75 










80 


Pro 


Asp 


Lys 


Thr 


He 


Ser 


Tyr 


90 










95 




Val 


Leu 


Ala 


Leu 


Gly 


Gly 


Val 










110 






Tyr 


Asp 


Arg 


Tyr 


Ala 


Ala 


Val 








125 








Met 


His 


Pro 


Arg 


Leu 


Cys 


Gly 






140 










Gly Phe 


Gly 


Asn 


Ser 


Leu 


He 




155 










160 


Arg 


Cys 


Gly 


His 


Arg 


Arg 


Val 


170 










175 




Leu 


lie 


Gly 


Met 


Ala 


Cys 


Val 










190 






Phe 


Ala 


Leu 


Ala 


He 


Phe 


lie 








205 








lie 


Ser 


Tyr 


Gly 


Tyr 


Val 


Gly 






220 










Ala Gly 


Arg 


Lys 


Lys 


Ala 


Phe 




235 










240 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


250 










255 




Asn 


Thr 


Tyr 


Ser 


Gin 


Asp 


Gin 










270 






He 


Val 


Thr 


Pro 


Ser 


Val 


Asn 
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275 280 
Pro Leu He Tyr Thr Leu Arg Asn 

290 295 
Lys Val Leu Gly Lys Gly Ser Ala 
305 310 
Leu Trp Asp Cys He Leu Thr His 
325 

<210> 1744 
<211> 275 
<212> PRT 

<213> Unknown (H38g662 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(275) 

<223> Xaa = Any Amino Acid 



<400> 1744 



Leu 


Tyr 


Leu 


He 


Lys 


His 


Asp 


His 


1 








5 








Phe 


Leu 


Thr 


Met 


Leu 


Ala Gly Thr 








20 










Met 


Pro 


Thr 
35 


Val 


Met 


Gly 


He 


Leu 
40 


Ser 


Val 


Gly Cys 


Phe 


Leu 


Gin 


Ala 




50 










55 




Val 


Glu 


Ser Gly 


Ser 


Leu 


Leu 


Ala 


65 










70 






He 


Arg 


Asn 


Pro 


Leu 


Arg Tyr 


Ala 










85 








He 


Ala 


Leu 


Gly Val 


Gly Leu 


Phe 








100 










Pro 


Val 


He 
115 


Leu 


Arg 


Leu 


Phe 


Pro 
120 


He 


Thr 


Arg Ala 


Phe 


Cys 


Leu 


His 




130 










135 




Ala 


Asp 


He 


Thr 


Ser 


Asn 


Lys 


Leu 


145 










150 






Thr 


He 


Ser 


Leu 


Asn 
165 


Ser 


Leu 


He 


Leu 


Asn 


Thr 


Val 
180 


He 


Gly 


He 


Ala 


Leu 


Asn 


Thr 
195 


Cys 


He 


Ser 


His 


He 
200 


Thr 


Val 


Met Gly Leu 


Thr 


Phe 


He 




210 










215 




Lys 


Val 


Val 


His 


He 


He 


He 


Ser 


225 










230 






Leu 


Met 


Asn 


Pro 


Val 
245 


He 


Tyr 


Ser 


Gly 


He 


He 


Arg 
260 


Leu 


Leu 


Ser 


Lys 


He 


Trp 


Lys 
275 













<210> 1745 
<211> 219 
<212> PRT 



285 

Lys Asp Val Lys Glu Ala Met Lys 
300 

Glu He Xaa Xaa Gly Val He Lys 
315 320 
Leu Leu Tyr Met Leu Leu 
330 



Ser 


Leu 


His 


Glu 


Pro 


Met 


Tyr 


Tyr 




10 










15 




Asp 


Leu 


Met 


Val 


Thr 


Leu 


Thr 


Thr 


25 










30 






Trp 


Val 


Asn 


His 


Arg 


Glu 


He 


Ser 










45 








Tyr 


Phe 


He 


His 


Ser 


Leu 


Ser 


Val 








60 










Met 


Ala 


Tyr 


Asp 


Arg 


Leu 


He 


Ala 






75 










80 


Ser 


He 


Ser 


Thr 


Asn 


Thr 


Arg 


Val 




90 










95 




Leu 


Arg 


Gly Leu Val 


Ser 


He 


Leu 


105 










110 






Phe 


Pro 


Tyr Gly Lys 


Ser 


His 


Val 










125 








Gin 


Glu 


He 


Met 


Arg 


Leu 


Ala 


Cys 








140 










Tyr 


Pro 


Val 


He 


Leu 


He 


Ser 


Leu 






155 










160 


Thr 


Pro 


Ser 


Ser 


Tyr 


He 


Leu 


He 




170 










175 




Ser Gly 


Glu 


Glu 


Lys 


Thr 


Lys 


Ala 


185 










190 






Ser 


Cys 


Val 


Leu 


He 


Ser 


Tyr 


Val 










205 








Tyr 


Lys 


Phe Gly Lys 


Asn 


Val 


Pro 








220 










Tyr 


He 


Tyr 


Phe 


Leu 


Phe 


Pro 


Pro 






235 










240 


He 


Lys 


Thr 


Lys 


Gin 


He 


Gin 


Tyr 




250 










255 




His 


Arg 


Phe 


Ser Arg 


Xaa 


Thr Arg 


265 










270 
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<213> Unknovm (H38g663 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . - (219) 

<223> Xaa = Any Amino Acid 



<400> 1745 



Leu 


Ala 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Asn 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 








5 










10 










15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser Tyr Ala Gly Cys 


Leu 


Thr 






20 










25 










30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


Val 


Phe 


Gly 


Gly Met 


Glu 


Glu 


Asn 


Met 


Leu 






35 










40 










45 








Leu 


Ser 
50 


Val 


Arg 


Ala 


Tyr 


Asp 
55 


Arg 


Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


Cys 


Ser 


Ala 


He 


Phe 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Asp 


Leu 


65 








70 










75 










80 


Leu 


Ser 


Phe 


Phe 


Phe 
85 


Phe 


Phe 


Leu 


Ser 


Leu 
90 


Ser 


Asp 


Ser 


Gin 


Leu 
95 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin Met 


Thr 


Cys 


Phe 


Lys 


Asp 


Val 


Glu 


He 


Pro 








100 










105 










110 






Asn 


Phe 


Phe 


Trp 


Glu 


Pro 


Ser 


Gin 


Leu 


Ser 


His 


Leu 


Ala 


Cys 


Cys 


Asp 






115 








120 










125 








Thr 


Phe 


Thr 


Arg 


Asn 


He 


Met 


Tyr 


Phe 


Pro 


Ala 


Ala 


He 


Phe Gly Phe 




130 










135 










140 










Leu 


Pro 


He 


Ser 


Gly 


Thr 


Leu 


Phe 


Ser 


Tyr 


Asp 


Lys 


He 


Val 


Phe 


Ser 


145 








150 










155 










160 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly 


Gly 


Lys 


His 


Lys 


Ala 


Phe 


Ser 


Thr 








165 










170 










175 




Arg 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Phe 


Tyr 


Gly 


Thr 


Gly 


He 






180 










185 










190 






Gly 


Gly 


Tyr 


Leu 


Ser 


Ser Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 


Lys 


Ala 


Ala 






195 










200 










205 








Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Ala 


He 


Pro 
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<210> 1746 
<211> 218 
<212> PRT 

<213> Unknown (H38g664 protein) 
<220> 

<223> Synthetic construct 



<400> 1746 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Pro 


Ser 


Pro 


Thr Val 


Pro 


Lys 


Met 


Val 


Val 


1 








5 










10 








15 




Asp 


He 


Gin 


Ser 
20 


His 


Ser 


Arg 


Val 


He 
25 


Ser Tyr 


Ala 


Gly 


Cys 
30 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 


Gly 


Gly Met Glu 


Glu 


Thr 


Leu 


Leu 






35 










40 








45 








Leu 


Asn 
50 


Val 


Met 


Ala 


Tyr 


Val 
55 


Arg 


Phe 


Val Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe Cys 


Gly 


Phe 


Leu 


Leu 


Leu 


65 










70 








75 










80 


Leu 


Ser 


Phe 


Phe 


Phe 
85 


Leu 


Gly 


Leu 


Leu 


Asp Ala 
90 


Gin 


Leu 


His 


Asn 
95 


Met 


He 


Ala 


Leu 


Gin 


Met 


Thr 


Cys 


He 


Lys 


Asp Val 


Glu 


He 


Pro 


Asn 


Phe 
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1UU 










105 










HO 






irne 


Cys 


Asp 
115 


Pro 


Ser 


Gin 


Leu 


Pro 
120 


His 


Leu 


Ala 


Cys 


Cys 
125 


Asp 


Thr 


Pne 


Thr 


Asn 

ion 
130 


Asn 


He 


Val 


Met 


Tyr 
135 


Phe 


Leu 


Ala 


Ala 


He 
140 


Phe 


Gly 


Pne 


Leu 


Pro 


He 


Ser 


Arg 


He 


He 


Phe 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Ser 


Ser 


Met 






















ice 










Ibu 


Leu 


Ser 


Val 


Ser 


Ser 


Ser 


Gly Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


He 


Cys 










165 










170 










175 




Gly 


Ser 


Pro 


Leu 
180 


Ser 


Val 


Val 


Cys 


Leu 
185 


Phe 


Tyr 


Gly 


Lys 


Val 
190 


Val 


Gly 


Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 


Lys 


Gly Ala 


Val 






195 










200 










205 








Ala 


Ser 


Met 


Met 


Tyr 


Thr 


Val 


He 


Thr 


Pro 















210 215 



<210> 1747 
<211> 216 
<212> PRT 

<213> Unknown (H38g665 protein) 
<220> 

<223> Synthetic construct 
<400> 1747 



Leu 


Val 


Asp 


Phe 


Cys 
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<210> 1755 
<211> 357 
<212> PRT 

<213> Unknown (H38g673 protein) 
<220> 

<223> Synthetic construct 
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<210> 1756 
<211> 331 
<212> PRT 

<213> Unknown <H38g674 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(331) 

<223> Xaa = Any Amino Acid 
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<212> PRT 

<213> Unknown (H38g675 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(332) 

<223> Xaa = Any Amino Acid 
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<210> 1758 
<211> 313 
<212> PRT 

<213> Unknown (H38g676 protein) 
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<223> Synthetic construct 
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<210> 1759 
<211> 331 
<212> PRT 

<213> Unknown (H3 8g677 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (331) 

<223> Xaa = Any Amino Acid 



<400> 1759 



Met 


Ala 


Pro Gly Asn 


He 


Ser Thr 


Val 


Ala 


Glu 


Leu 


He 


Leu 


Val 


Gly 


1 




5 








10 










15 




Leu 


Lys 


Asp Gin Thr 


Asp 


Leu Gin 


Pro 


Pro 


Leu 


Phe 


Phe 


Leu 


Phe 


Leu 




20 






25 










30 






Val 


Met 


Gly Val Val 


Ala 


Gly Xaa 


Gly 


Asn 


Leu 


Gly 


Leu 


Val 


Thr 


Leu 
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35 










40 
















lie Val 


Phe 


Ser 


Ser 


His 


Phe 


His 


Ala 


pro 


Met Tyr 


fne 


Phe 


Leu 


Phe 


50 










55 








OU 










Ser Leu 


Ala 


Phe 


He 


Asp His 


Phe Tyr 


ser 


ber vaj. 


riie 


He 


Pro 


Lys 


65 








70 










/ D 








80 


Met Leu 


Met 


Asn 


Phe 


He Thr Glu Lys 


Asn 


Tl a Tift 

lie ±ie 


Car- 

oer 


Tyr Ala Gly 








85 


















95 




Cys Met 


Ser 


Ala 


Phe 


Phe 


Ser 


Phe 


Phe 


Phe 


Phe Cys 


Fne 


Phe 


Val 


Ti- 
ne 




100 










105 








110 






Ser Glu 


Cys 


Tyr 


Val 


Leu 


Thr 


Ser 


Met 


17-. 1 

val 


Ser Asp 


HIS 


Tyr Val 


Aid 




115 










120 
















Met Ala 


He 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Asn 


He Ala 


Met 


Ser 


Pro 


Lys 


130 










135 








14U 










Val Cys 


Ser 


Ser 


His 


Met 


Leu 


Gly 


Ser 


Tyr 


Phe Trp 


Pro 


Phe 


Ser 


Gly 


145 








150 










ICC 








160 


Ala Met 


Ala 


His 


Thr 


Arg 


Cys 


Met 


Leu 


Lys 


Leu Thr 


Ser 


Cys 


Glu 


Ala 








165 










170 








175 




Asn Thr 


He 


Asn 


His 


Tyr 


Phe 


Cys 


Asp 


Thr 


Leu His 


Leu 


Leu 


Gin 


Leu 






180 










185 








190 






Ser Cys 


Thr 


Ser 


Thr 


Tyr 


Val 


Ser 


Glu 


Leu 


Met Val 


Phe 


He 


Ala 


Ala 


195 










200 








205 








Gly lie 


He 


Phe 


Thr 


Val 


Pro 


Ser 


He 


Thr 


He Phe 


He 


Ser Tyr 


Phe 


210 










215 








220 










Phe Thr 


Ser 


Pro 


Leu 


Ser 


Tyr 


His 


Phe 


Thr Glu Gly Trp 


Ser Lys 


Phe 


225 








230 










235 








240 


Phe Ser 


Thr 


Cys 


Ser 


Phe 


His 


Lys 


He 


Ala 


He Ser 


Leu 


Phe 


Phe Gly 








245 










250 








255 




Leu Gly 


Ala 


Ser 


Leu 


Cys 


Leu 


Lys 


Leu 


Ser 


Ser Thr Gly 


Thr 


He 


Asn 






260 










265 








270 






Glu Gly 


Lys 


He 


Ser 


Ser 


Val 


Phe 


His 


He Asp Val Val 


Pro 


Met 


He 




275 










280 








285 








Asn Ser 


Ser 


He Tyr 


Ser 


Leu Arg Asn 


Asn Asp Val 


Lys 


Leu 


Ala 


Trp 


290 










295 








300 










Arg Lys 


He 


Leu 


Ser 


Trp 


Arg 


Lys 


Phe 


Pro 


Phe Glu 


Thr 


He 


Ser 


Leu 


305 








310 










315 








320 


His Ala 


Tyr 


Ser Tyr 


Arg 


Thr Arg Arg 


Phe 


Cys 
















325 










330 












<210> 1760 


























<211> 322 


























<212> PRT 


























<213> Unknown (H38g678 protein) 
















<220> 




























<223> Synthetic 


construct 


















<221> VARIANT 
























<222> (1).. 


. (322) 






















<223> Xaa = 


Any 


Amino Acid 


















<400> 1760 


























Met Ser 


Val 


Val 


Glu 


Ala 


Asn 


Asn 


He 


Ser Gly Pro Val 


Ser 


Glu 


Phe 


1 






5 










10 








15 




lie Leu 


Leu 


Gly 


Phe 


Pro 


Cys 


Arg Cys 


Arg 


Glu Thr 


Lys 


He 


Leu 


Leu 






20 










25 








30 






Phe Val 


Val 


Phe 


Ser 


Leu 


He 


Tyr 


Leu 


Leu 


Thr Leu 


Met 


Gly Asn 


Thr 




35 










40 








45 








Ser He 


He 


Cys 


Ala 


Val 


Trp 


Ser 


Ser 


Gin 


Lys Leu 


His 


Thr 


Pro 


Met 


50 










55 








60 










Tyr He 


Leu 


Leu 


Ala 


Asn 


Phe 


Ser 


Phe 


Leu 


Glu He 


Cys 


Cys 


He 


Ser 


65 








70 










75 








80 
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Ser 


Asp 


Val 


Pro 


Asn 


Met 


Leu 


Ala 


Asn Leu 


He 


Ser 


His 


lie 


Lys 


Ser 








85 








90 










95 




He 


Ser 


Tyr Ala Gly 


Cys 


Leu 


Leu 


Gin Phe 


Phe 


Tyr 


Phe 


Ser 


Met 


Cys 








100 










105 








110 






Ala 


Ala 


Glu Gly Tyr 


Phe 


Leu 


Ser 


Val Met 


Ser 


Phe 


Asp 


Arg 


Phe 


Leu 






115 










120 








125 








Thr 


He 
130 


Cys 


Arg 


Pro 


Leu 


His 
135 


Tyr 


Pro Thr 


Val 


Met 
140 


Thr 


His 


His 


Leu 


Cys 


Val 


Xaa 


Leu 


Val 


Ala 


Phe 


Cys 


Arg Ala 


Gly 


Gly 


Phe 


Leu 


Ser 


He 


145 










150 








155 










160 


Leu 


Met 


Pro 


Ala 


Val 
165 


Leu 


Met 


Ser 


Arg Val 
170 


Pro 


Phe 


Cys 


Gly 


Pro 
175 


Asn 


He 


Thr 


Asp 


His 
180 


Phe 


Phe 


Cys 


Asn 


Leu Gly 
185 


Pro 


Leu 


Leu 


Ala 
190 


Leu 


Ser 


Cys 


Ala 


Pro 
195 


Val 


Pro 


Lys 


Thr 


Thr 
200 


Leu Thr 


Cys 


Ala 


Thr 

205 


Val 


Ser 


Ser 


Leu 


He 
210 


He 


Phe 


He 


Thr 


Phe 
215 


Leu 


Tyr He 


Leu 


Gly 
220 


Ser 


His 


He 


Leu 


Val 


Leu 


Arg 


Ala 


Val 


Leu 


Trp 


Val 


Pro Ala Gly 


Ser 


Gly 


Arg 


Asn 


Lys 


225 








230 








235 










240 


Ala 


Phe 


Ser Thr Cys 


Ala 


Ser 


His 


Phe Leu 


Val 


Val 


Ser 


Phe 


Phe 


Tyr 










245 








250 










255 




Gly 


Ser 


Val 


Met 


Val 


Met 


Tyr 


Val 


Ser Pro Gly 


Ser 


Arg 


Ser 


Arg 


Pro 






260 










265 








270 






Gly 


Thr 


Gin 


Lys 


Phe 


Val 


Thr 


Leu 


Phe Tyr 


Cys 


Thr 


Ala 


Thr 


Pro 


Phe 




275 










280 








285 








Phe 


Asn 


Pro 


Leu 


Thr 


Tyr 


Ser 


Leu 


Trp Asn Lys 


Asp 


Met 


Thr 


Asp 


Ala 




290 










295 








300 










Leu 


Lys 


Lys 


Val 


Leu 


Gly 


Val 


Pro 


Ser Lys 


Glu 


He 


Tyr 


Trp 


Asn 


Thr 


305 








310 








315 










320 



Leu Lys 



<210> 1761 
<211> 335 
<212> PRT 

<213> Unknown (H38g679 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (335) 

<223> Xaa = Any Amino Acid 



<400> 1761 

Met Glu Glu Ala He Leu Leu Asn Gin Thr Ser Leu Val Thr Tyr Phe 

15 10 15 

Arg Leu Arg Gly Leu Ser Val Asn His Lys Ala Arg He Ala Met Phe 

20 25 30 

Ser Met Phe Leu He Phe Tyr Val Leu Thr Leu He Gly Asn Val Leu 

35 40 45 

lie Val He Thr lie lie Tyr Asp His Arg Leu His Thr Pro Met Tyr 

50 55 60 

Phe Phe Leu Ser Asn Leu Ser Phe lie Asp Val Cys His Ser Thr Val 
65 70 75 80 

Thr Val Pro Lys Met Leu Arg Asp Val Trp Ser Glu Glu Lys Leu He 

85 90 95 

Ser Phe Asp Ala Cys Val Thr Gin Met Phe Phe Leu His Leu Phe Ala 

100 105 HO 

Cys Thr Glu He Phe Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val 
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lib 








120 










IOC 








Ala lie 


Cys 


Lys 


Pro Leu 


Gin 


Tyr 


rie u 


i ie 


vai 


Fieu 


Asn 


Trp 


Lys 


vai 


1 JO 








135 




















Cys Val 


Leu 


Leu 


Ala Val 


Ala 


Leu 


Trp 


i nr 


vjiy 


t*iy 


inr 


lie 


MIS 


Ser 


14b 






150 










lbb 










1 AO 
JLOU 


He Ala 


Leu 


Thr 


Ser Leu 


Thr 


He 


Lys 


Leu 


Pro 


Tyr 


Cys 


viiy 


Pro 


Asp 








165 








1 7ft 

1 /u 










± f O 




Glu He 


Asp 


Asn 


Phe Phe Cys Asp 


vai 


Pro 


bin 


vai 


T1 a 

lie 


Lys 


Leu 


11 a 
Ala 






180 








lob 










iy o 






Cys He 


Asp 


Thr 


Pro Tyr Val 


Leu 




Tie 

lie 


Leu 


lie 


vai 


Ser 


Asn 


Ser 




iy b 








200 










Z \J z> 








Gly Leu 


He 


Ser 


Val Val 


Cys 


Phe 


val 


vai 


Leu 


vai 


vai 


oer 


Tyr 


Ala 


210 








215 










zzv 










Val He 


Leu 


Val 


Ser Leu 


Arg 


Gin 


Q>in 


lie 


Ser 


Lys 


tjiy 


Lys 


Trp 


Lys 


225 






230 




















*> a rt 


Ala Leu 


Ser 


Thr Cys Ala 


Ala 


His 


Leu 


Thr 


vai 


vai 


inr 


J_»eu 


pne 


Leu 








245 


















Z D D 




Gly His 


Cys 


He 


Phe He 


Tyr 


Ser 


Arg 


Pro 


Ser 


Tnr 


Ser 


Leu 


Pro 


Glu 






260 








265 










z /o 






Asp Lys 


Ala 


Val 


Ser Val 


Phe 


Phe 


Thr 


Ala 


Val 


Thr 


Pro 


Leu 


Leu 


Asn 




275 








280 










285 








Pro He 


He 


Tyr 


Thr Leu Arg Asn 


Glu 


Glu 


Met 


Lys 


Ser 


Ala 


Leu 


Asn 


290 








295 










300 










Lys Leu 


Val 


Gly Arg Lys Glu Arg 


Lys 


Glu 


Glu 


Lys 


Xaa 


Lys 


Cys 


Pro 


305 






310 










315 










320 


Thr Ser 


Leu 


Gly Tyr Val 


Val 


Leu 


Gin 


He 


Lys 


Glu 


Ala 


Pro 


Cys 










325 








330 










J J J 




<210> 1762 


























<211> 161 


























<212> PRT 


























<213> Unknown (H38g680 protein) 


















<220> 




























<223> Synthetic 


construct 




















<221> VARIANT 
























<222> (1).., 


■ (161) 






















<223> Xaa = 


Any 


Amino Acid 




















<400> 1762 


























Thr Gly 


Thr 


Gly 


Xaa Trp 


Leu 


Cys 


His 


Ala 


Met 


Tl- 
116 


Leu 


Thr 


Pro 


Leu 


1 






5 








10 










lb 




Thr Phe 


Gin 


Leu 


Pro Tyr 


Cys 


Gly 


Leu 


Thr 


Arg 


Trp 


Asp 


Tyr 


Tyr 


pne 






20 








25 










J u 






Cys Asp 


He 


Pro 


Ala Val 


Leu 


Pro 


Leu 


Ala 


cys 


Lys 


Asp 


inr 


Ser 


Leu 




35 








40 










A K 

4b 








Ala Gin 


Arg 


Val 


Gly Phe 


Thr 


Asn 


Val 


Gly 


Leu 


Leu 


Ser 


Leu 


ne 


Cys 


50 








55 










5U 










Phe Phe 


Leu 


He 


Leu Val 


Ser 


Tyr 


Thr 


Cys 


TI- 
116 


v^iy 


Tl« 

lie 


t>er 


ne 


Ser 


65 






70 










/b 










0 u 


Lys He 


Arg 


Ser 


Ala Glu 


Gly 


Arg 


Gin Arg 


Ala 


pne 


Ser 


rnr 


Cys 


Ser 








85 








90 










QC 

7J 




Ala His 


Leu 


Thr 


Ala He 


Leu 


cys 


Ala 


Tyr 


Gly 


Pro 


Val 


lie 


Val 


lie 






100 








105 










110 






Tyr Leu 


Gin 


Pro 


Asn Pro 


Ser 


Ala 


Leu 


Leu 


Gly 


Ser 


He 


He 


Gin 


He 




115 








120 










125 








Leu Asn 


Asn 


Leu 


Val Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


130 








135 










140 










Arg Asn 


Lys 


Asp 


Val Lys 


Ser 


Asp 


Gin 


Pro 


Xaa 


Gly 


Met 


Tyr 


Phe 


Pro 


145 






150 










155 










160 



980 
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Arg 



<210> 1763 
<211> 134 
<212> PRT 

<213> Unknown (H38g681 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <1)...<134) 

<223> Xaa = Any Amino Acid 

<400> 1763 



Leu Leu 


Phe 


Leu 


Met 


Phe 


Phe 


He 


Thr Ser Leu 


Gly 


His 


Lys 


Phe 


His 


1 






5 








10 








15 




Leu lie 


Ser 


Phe 


Pro 


Phe 


Ser 


Gin 


Gin Thr Thr 


Xaa 


Gin 


Lys 


Tyr 


Phe 






20 










25 






30 






lie lie 


Phe 


Glu 


Val 


Xaa 


Leu 


Cys 


Xaa Xaa His 


Thr 


Leu 


Thr 


Ala 


Leu 




35 










40 






45 








lie Tyr 


Cys 


Xaa 


Met 


Ser 


Leu 


Phe 


Xaa Gly He 


Asp 


Leu 


Phe 


Val 


Gly 


50 










55 






60 










Tyr Asn 


Pro 


Cys 


Ser 


Pro 


Arg 


Val 


Leu Phe Leu 


Phe 


Leu 


Gly 


Arg Gly 


65 








70 






75 










80 


Pro Ser 


Gly 


Phe 


Ser 


Leu 


Glu 


Ser 


Leu Ser Phe 


Tyr 


Arg 


Thr 


Ser 


Phe 








85 








90 








95 




Thr Trp 


Gin 


His 


Leu 


His 


Leu 


Lys 


Phe Tyr Cys 


Pro 


Ser 


Xaa 


Gly Xaa 






100 










105 






110 






Leu Leu 


Lys 


Ser 


Phe 


Leu 


Ser 


Ala 


He Trp Leu 


Leu 


Phe 


Ser 


Thr 


Tyr 




115 










120 






125 








Phe Leu 


Arg 


Val 


Leu 


Ser 


















130 


























<210> 1764 
























<211> 311 
























<212> PRT 
























<213> Unknown (H38g682 protein) 














<220> 


























<223> Synthetic 


construct 
















<400> 1764 
























Met Ala 


Thr 


Ser 


Asn 


His 


Ser 


Ser 


Gly Ala Glu 


Phe 


He 


Leu 


Ala Gly 


1 






5 








10 








15 




Leu Thr 


Gin 


Arg 


Pro 


Glu 


Leu 


Gin 


Leu Pro Leu 


Phe 


Leu 


Leu 


Phe 


Leu 






20 










25 






30 






Gly He 


Tyr 


Val 


Val 


Thr 


Val 


Val 


Gly Asn Leu 


Gly 


Met 


He 


Phe 


Leu 




35 










40 






45 








He Ala 


Leu 


Ser 


Ser 


Gin 


Leu 


Tyr 


Pro Pro Val 


Tyr 


Tyr 


Phe 


Leu 


Ser 


50 










55 






60 










His Leu 


Ser 


Phe 


He 


Asp 


Leu 


Cys 


Tyr Ser Ser 


Val 


He 


Thr 


Pro 


Lys 


65 








70 






75 










80 


Met Leu 


Val 


Asn 


Phe 


Val 


Pro 


Glu 


Glu Asn He 


He 


Ser 


Phe 


Leu 


Glu 








85 








90 








95 




Cys He 


Thr 


Gin 


Leu 


Tyr 


Phe 


Phe 


Leu He Phe 


Val 


He 


Ala 


Glu 


Gly 






100 










105 






110 






Tyr Leu 


Leu 


Thr 


Ala 


Met 


Glu 


Tyr 


Asp Arg Tyr 


Val 


Ala 


He 


Cys 


Arg 




115 










120 






125 








Pro Leu 


Leu 


Tyr 


Asn 


He 


Val 


Met 


Ser His Arg 


Val 


Cys 


Ser 


He 


Met 
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130 135 140 



Met 


Ala 


Val 


Val 


Tyr 


Ser 


Leu 


Gly 


Phe 


Leu 


Trp 


Ala 


Thr 


Val 


His 


Thr 


145 










150 










155 










160 


Thr 


Arcr 


Met 


Ser 


Val 


Leu 


Ser 


Phe 


Cys 


Arg 


Ser 


His 


Thr 


Val 


Ser 


His 








165 










170 










175 




Tyr 


Phe 


Cys 


Asp 


He 


Leu 


Pro 


Leu 


Leu 


Thr 


Leu 


Ser 


Cys 


Ser 


Ser 


Thr 




180 










185 










190 






His 


He 


Asn 


Glu 


He 


Leu 


Leu 


Phe 


He 


He Gly Gly 


Val 


Asn 


Thr 


Leu 






195 










200 










205 








Ala 


Thr 
210 


Thr 


Leu 


Ala 


Val 


Leu 
215 


He 


Ser 


Tyr 


Ala 


Phe 
220 


He 


Phe 


Ser 


Ser 


lie 


Leu 


Gly 


He 


His 


Ser 


Thr 


Glu 


Gly Gin 


Ser 


Lys 


Ala 


Phe 


Gly 


Thr 


225 








230 










235 










240 


Cys 


Ser 


Ser 


His 


Leu 


Leu 


Ala 


Val 


Gly 


He 


Phe 


Phe 


Gly 


Ser 


He 


Thr 








245 










250 










255 




Phe 


Met 


Tyr 


Phe 


Lys 


Pro 


Pro 


Ser 


Ser 


Thr 


Thr 


Met 


Glu 


Lys 


Glu 


Lys 






260 










265 










270 






Val 


Ser 


Ser 


Val 


Phe Tyr 


He 


Thr 


He 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg Asn 


Lys 


Asp 


Val 


Lys 


Asn 


Ala 


Leu 


Lys 


Lys 


Met 




290 










295 










300 










Thr 


Arg 


Gly Arg 


Gin 


Ser 


Ser 





















305 310 



<210> 1765 
<211> 316 
<212> PRT 

<213> Unknown (H38g683 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(316) 

<223> Xaa = Any Amino Acid 



<400> 1765 




























Met 


Val 


He 


Leu 


Ser 


Trp 


Glu 


Asn 


Gin 


Thr 


Met 


Arg 


Val 


Glu 


Phe 


Val 


1 








5 










10 










15 




Leu 


Gin Gly 


Phe 


Ser 


Ser 


He 


Arg 


Gin 


Leu 


Asn 


He 


Phe 


Leu 


Phe 


Met 








20 










25 










30 






He 


He 


Leu 


Val 


Phe 


Tyr 


He 


Leu 


Thr 


Val 


Ser 


Gly Asn 


He 


Leu 


He 






35 










40 










45 








Val 


Leu 
50 


Leu 


Val 


Leu 


Val 


Arg 
55 


His 


His 


Leu 


His 


Thr 
60 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 


Val 


Asn 


Leu 


Ser 


Cys 


Leu 


Glu 


He 


Trp 


Tyr 


Thr 


Ser 


Asn 


He 


65 










70 










75 










80 


He 


Pro 


Lys 


Met 


Leu 


Leu 


He 


He 


He 


Ala 


Glu 


Xaa 


Lys 


Thr 


He 


Ser 








85 










90 










95 




Val 


Ala 


Gly 


Trp 


Leu 


Ala 


Gin 


Phe 


Tyr 


Phe 


Phe 


Gly 


Ser 


Leu 


Ala 


Ala 






100 










105 










110 






Thr 


Glu 


Cys 
115 


Leu 


Leu 


Leu 


Thr 


Val 
120 


Met 


Ser 


Tyr 


Asp 


Arg 
125 


Tyr 


Leu 


Ala 


He 


Cys 
130 


Gin 


Pro 


Leu 


Cys 


Tyr 
135 


Arg 


Val 


Leu 


Met 


Thr 
140 


Gly 


Pro 


Leu 


Cys 


He 


Arg 


Leu 


Ala 


Ala 


Gly 


Ser 


Trp 


Phe 


Cys 


Cys 


Phe 


Leu 


Leu 


Thr 


Ala 


145 








150 










155 










160 


He 


Thr 


Met 


Val 


Leu 
165 


Leu 


Cys 


Arg 


Leu 


Thr 
170 


Phe 


Cys 


Gly 


Pro 


Tyr 
175 


Glu 


Thr 


Asp 


His 


Phe 
180 


Phe 


Cys 


Asp 


Phe 


Thr 
185 


Pro 


Leu 


Val 


His 


Leu 
190 


Ser 


Cys 
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Met 


Asp 


Thr 


Ser 


Val 


Thr 


Glu 


Thr 


He 


Ala Phe 


Ala 


Thr 


Ser 


Ser 


Ala 
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200 








205 








Val 


Thr 


Leu 


He 


Pro 


Phe 


Leu 


Leu 


He 


Val Ala 


Ser 


Tyr 


Ser 


Cys 


Val 




210 










215 








220 










Leu 


Ser 


Ala 


He 


Leu Arg 


He 


Pro 


Ser 


Cys Thr 
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Gin 


Lys 


Lys 


Ala 


225 










230 
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240 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 
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Leu 


Thr 


Val Val 


He 


Val 


Phe 


Tyr 


Gly 










245 










250 
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Thr 


Leu 


He 


Ala 


Thr 


Tyr 


Leu 


Val 


Pro 


Ser Ala 


Asn 


Ser 


Ser 


Gin 


Leu 
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Ser 


Leu 
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Tyr 


He He 


Leu 
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Pro 


Met 


Phe 
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280 
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He 


He 


Tyr 


Ser 


Leu 


Arg 


Asn Arg Asp 


He 
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Glu 


Ala 


Leu 
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Lys 


Lys 
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Leu 


Arg 


Lys 


Lys 


Ser 


Gly Val Cys 
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<210> 1766 
<211> 315 
<212> PRT 

<213> Unknown {H38g684 protein) 
<220> 

<223> Synthetic construct 



<400> 1766 



Pro 


Val 
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Thr 


Leu 


Glu 


Thr 


Thr 
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Phe 


He 
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Leu 
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Cys 
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He 
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He 
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Cys 
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Thr 
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He 
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He 


Asp 


His 


Phe 


Phe 


Cys 
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He 
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He 


Thr 
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He 
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215 




Val 


Leu 
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Thr 


Val 
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Gin 


Val 


225 
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Phe 
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Thr 


Cys 


Gly 


Cys 


His 










245 








Gly 


Ser 


Leu 


Met 


Val 


Met 


Tyr 


Val 
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He 


Lys 


Lys 


Phe 


Ala 


Thr 


Leu 



Asn 


He 


Thr 


Gly 


Phe 


Val 


Asn 


Glu 




10 










15 




Arg 


Trp 


Glu 


He 


Gin 


He 


Leu 


Leu 


25 
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Thr 
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Leu 


Gly 


Asn 


Thr 
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Leu 
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Met 
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He 


Ser 
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Arg 
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Tyr 


Phe 
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Cys 
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Val 
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Arg 


Phe 


Pro 
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Thr 


Leu 


Met 
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Val 








140 










Trp 


Val 
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Gly 
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Trp 


Leu 
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Phe 
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Ala 


Pro 


Leu 


Leu 


Ala 


Leu 


Ser 
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Pro 


Phe 
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275 280 285 

Phe Asn Pro Leu lie Tyr Ser Phe Arg Asn Lys Asp Met Lys Glu Ala 

290 295 300 

Leu Lys Lys Phe Leu Arg Asn Arg His Thr Val 
305 310 315 

<210> 1767 
<211> 316 
<212> PRT 

<213> Unknown (H38g685 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(316) 

<223> Xaa = Any Amino Acid 



<400> 1767 
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Met Ala Tyr Asp Arg Tyr Val Ala 
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Cys 
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Leu 
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Pro 


Val 


He Met 
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Thr 


Leu 


Ala 
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Val 
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Thr 


Val 


145 










150 








155 








160 


Gin 


Thr 


Thr 


Trp 


Leu 


Phe 
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Lys 


Val 
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Cys 


Asp 


Ser 
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Pro Val 
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Val 
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Ala 








180 










185 






190 






Asp 


Thr 


Ala 


Leu 


Phe 


Glu 


He 
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He 


Leu 


Val 
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He 
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Leu 


Lys 
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Ser 


Ala Lys 


Gly Lys 


Asn 


Lys 


Ala 


Phe 


225 
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240 


Ser 


Thr 
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Ser 


Ser 


His 


Leu 


Leu 


Val Val 


Ser Leu 


Phe 


Tyr 


He 


Ser 
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Leu 


Ser 


Leu 


Thr 


Tyr 


Phe 


Arg 


Pro Lys Ser 


Asn Asn 


Ser 


Pro Glu Gly 
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Lys 


Lys 


Leu 


Leu 


Ser 


Leu 


Ser 


Tyr 


Thr Val 


Met Thr 


Pro 


Met 


Leu 


Asn 
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280 






285 
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He 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Asn Glu 


Val Lys 


Asn 


Ala 


Leu 


Ser 
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295 
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Arg 


Thr 


Val 


Ser 


Lys 
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Leu 


Gly 
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<211> 324 
<212> PRT 

<213> Unknown (H38g686 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 



<400> 1768 



Met 


Ala 


Val 


Glu 


Asn 


Asp 


Ser 


Ser 


Val 


Thr 


Glu 


Phe 


He Leu Leu Gly 
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5 
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15 




Leu 


Thr 


Asp 


Gin 
20 


Pro 


Glu 


He 


Xaa 


Leu 
25 


Pro 


Leu 


Phe 


Phe 


Leu 
30 


Phe 


Leu 


Val 


Asn 


Tyr 


Met 


Thr 


Thr 


Met 


Val 


Gly Asn 


Leu 


Ser 


Leu 


He 


Asn 


Leu 
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40 










45 








lie 


Cys 
50 


Leu 


Asn 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


Leu 


Cys 


Tyr 


Ser 


Phe 


Val 


Phe 


Thr 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Met 


Ser 


Phe 


He 


Ser 


Glu 


Arg 


Asn 


He 


He 


Ser 


Phe 


Pro Gly 










85 










90 










95 




Cys 


Val 


Thr 


Gin 
100 


Leu 


Phe 


Phe 


Phe 


Cys 
105 


Phe 


Phe 


Val 


His 


Ser 
110 


Glu 


Cys 


Tyr 


Val 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 






115 










120 










125 








Pro 


Leu 
130 


Leu 


Tyr 


Met 


Val 


Thr 
135 


Thr 


Ser 


Pro 


Gin 


He 
140 


Cys 


Ser 


Leu 


Leu 


Met 


Leu 


Glv 


Ser 


Tvr 


Val 


Met Gly 


Phe 


Ala 


Gly Ala 


Met 


Val 


His 


Thr 


145 










150 










155 










160 


Glu 


Cys 


Met 


Met 


Lys 


Leu 


He 


Phe 


Cys 


Asp 


Ser 


Asn 


Val 


He 


Asn 


His 








165 










170 










175 




Tyr 


Met 


Cys 


Asp 
180 


He 


Phe 


Pro 


Leu 


Leu 
185 


Gin 


Leu 


Ser 


Cys 


Ser 
190 


Ser 


Thr 


Xaa 


Ala 


Asn 
195 


Glu 


Leu 


Val 


Met 


Ser 
200 


Val 


He 


Val 


Gly 


Thr 
205 


Val 


Val 


He 


Val 


Ser 
210 


Ser 


Leu 


He 


He 


Leu 
215 


He 


Ser 


Tyr 


Ala 


Leu 
220 


He 


Leu 


Phe 


Asn 


lie 


Leu 


His 


Met 


Ser 


Ser 


Ala Glu Gly Trp 


Phe 


Lys 


Ala 


He Gly Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


He 


He 


Thr 


Val 


Gly Leu 


Phe Tyr 


Glu 


Phe 


Gly Leu 








245 










250 










255 




He 


Thr 


His 


Val 


Lys 


Leu 


Ser 


Ser Asp 


Trp 


Tyr 


Met 


Gly Gin Gly Lys 








260 










265 










270 






Phe 


Leu 


Ser 
275 


Val 


Phe 


Tyr 


Thr 


Asn 
280 


Glu 


Val 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Leu 


He 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Lys 
295 


Asp 


Val 


Lys 


Leu 


Ala 
300 


Leu 


Lys 


Glu 


Thr 


Leu 


Asn 


Lys 


He 


Thr 


Asn 


Xaa 


Val 


Glu 


Pro 


Met 


Val 


Leu 


Pro 


Xaa 


Pro 


305 










310 










315 










320 


Leu 


Ser 


Asn 


Cys 



























<210> 1769 
<211> 331 
<212> PRT 

<213> Unknown (H3 8g687 protein) 
<220> 
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<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(331) 

<223> Xaa = Any Amino Acid 



<400> 1769 



Met 


Arg 


Xaa 


He 


Asn 


Gin 


Thr 


Gin 


Val 


He 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


X 






c 

J 










10 










15 




Leu 


Ser 


Asp 


Gly 
z u 


Pro 


His 


Thr 


Glu 


Gin 
25 


Leu 


Leu 


Phe 


He 


Val 
30 


Leu 


Leu 


Gly 


vai 


Tyr 


Leu 


vax 


inr 


vai 


Leu 


Gly Asn 


Leu 


Leu 


Leu 


He 


Ser 


Leu 




J D 










/n 










45 








val 


„ 

His 
50 


vai 


Asp 


oer 


bin 


T 

Leu 

3D 


111 S 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Cvs 

v — Jr •=» 


Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


Leu 


Tyr 


Phe 


Ser 


Thr 


Asn 


He 


Leu 


Pro 


Gin 


65 










70 










75 










0 \j 


Ala 


Leu 


Val 


His 


Leu 
85 


L»eu 


Ser 


lie 


Asn 


Asn 
90 


Leu 


He 


Ala 


Phe 


Thr 

-7 ZJ 


Leu 


Ser 


Leu 


Thr 


Gin 


Leu 


Leu 


rlie 


Fne 


Leu 


He 


Phe Gly Cys Thr 


Gin 
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105 










110 






Ala 


Leu 


He 
115 


Ala 


Val 


Met 


Ser 


Tyr 

lz U 


Asn 


Pro 


Tyr 


Val 


Ala 
125 


He 


\- x »» 


TV c? r\ 


Pro 


Leu 
130 


His 


Tyr 


Pro 


Asn 


He 
13 5 


Met 


Thr 


Trp 


Lys 


Val 
140 


Cys 


Val 


fZl ri 
v7-L.Il 


Leu 


Ala 


Thr 


Gly 


Ser 


Trp 


Thr 


Ser 


Gly 


He 


Leu 


Val 


Ser 


Val 


Val 


Asp 


J. XIX 


145 








150 










155 










i fin 

X O \J 


Thr 


Phe 


Thr 


Leu 


Arg 


Leu 


Pro 


Tyr 


Arg Gly Ser 


Asn 


Ser 


He 


Ala 


His 










165 










170 














Phe 


Phe 


Cys 


Glu 
180 


Ala 


Pro 


Ala 


Leu 


Leu 
185 


He 


Leu 


Ala 


Ser 


Thr 
190 


Asp 


Thr 


His 


Ala 


Ser 


Glu 


Met 


Ala 


lie 


Tyr 


Leu Thr Gly Val Val 


He 


Leu 


Leu 






1 A r 

19b 










ZUU 










205 








He 


Pro 


Val 


Phe 


Leu 


He 


Leu 


Val 


Ser Tyr Gly Arg 


He 


He 


Val 


Thr 




210 




















220 










Val 


Val 


Lys 


Met 


Lys 


Ser 


Thr 


Val 


Gly 


Ser 


Leu 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Met 


Val 


Val 


He 


Leu 


Leu 


Asn 


Gly 


Ser 


Ala 


He 








245 










250 










255 




Leu 


Thr 


Cys 


Met 


Thr 


Pro 


Lys 


Ser 


Ser 


Lys 


Gin 


Gin 


Xaa 


Lys 


Ser 


Val 
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265 










270 






Ser 


Val 


Phe 
275 


Tyr 


Ala 


He 


Val 


Thr 
280 


Pro 


Met 


Leu 


Asn 


Pro 
285 


Leu 


He 


Tyr 


Ser 


Leu 
290 


Arg 


Asn 


Lys 


Asp 


Val 
295 


Lys 


Ala 


Ala 


Leu 


Arg 
300 


Lys 


Val 


Ala 


Thr 


Arg 


Asn 


Phe 


Pro 


Xaa 


Arg 


Leu 


Gly 


He 


His 


Thr 


Asp 


Ser 


Glu 


Leu 


Arg 
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Glu 


Pro 


Phe 


Gly 


Phe 
325 


Leu 


Leu 


Pro 


Lys 


Thr 
330 


Cys 













<210> 1770 
<211> 183 
<212> PRT 

<213> Unknown (H38g688 protein) 
<220> 

<223> Synthetic construct 
<400> 1770 

Met Glu Lys Ser Asn Asn Ser Thr Leu Phe He Leu Leu Gly Phe Ser 
15 10 15 
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Gin Asn 


Lys 


Asn 


He 


Glu 


Val 
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Cys 
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Ser 
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Val 
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Met 
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Met 
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Phe 


Thr 
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Glu 


He 
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He 
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Met 
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Asp 


Arg 
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Val 


Ala 


He 


Cys 
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Cys 
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Leu 
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160 
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Pro 
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He 
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<210> 1771 
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<213> Unknown (H38g689 protein) 
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<223> Synthetic 


construct 




















<221> VARIANT 
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Phe 
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Ser 
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Val 


Pro 


Lys 
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Val 
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85 










90 










95 




Ser Gin 


Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


Asp 






100 










105 










110 






Val Glu 


He 


Pro 


Asn 


Phe 


Phe 


Trp 


Glu 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 




115 










120 










125 








Ala Cys 


Cys 


Asp 


Thr 


Phe 


Thr 


Arg 


Asn 


Asn 


Asn 


Met 


Tyr 


Phe 


Pro 


Ala 


130 










135 










140 










Ala Val 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser Gly 


Thr 


Leu 


Phe 


Ser 


Tyr 


Cys 


145 








150 










155 










160 


Lys lie 


Val 


Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly 


Gly 


Lys 


Tyr 






165 










170 










175 




Lys Pro 


Ser 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Phe 






180 










185 










190 






Tyr Gly 


Ala 


Gly 


Val 


Gly 


Gly 


Tyr 


Leu Gly 


Ser 


Asp 


Val 


Ser 


Ser 


Phe 
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195 200 205 

Pro Arg Lys Gly Ala Val Ala Ser Val Thr Tyr Tyr Thr Val Val Thr 
210 215 220 

<210> 1772 
<211> 215 
<212> PRT 

<213> Unknown (H38g690 protein) 



<220> 

<223> Synthetic construct 



<400> 1772 



Met 


Asp 


Val 


Arg 


Leu 


He 


Cys 


Thr 


1 








5 








Tyr 


Leu 


Ser 


Gly 
20 


Ser 


Lys 


Ser 


He 


lie 


Phe 


Phe 
35 


Cys 


Val 


Ser 


Leu 


Leu 
40 


Val 


Met 


Ser 


Tyr 


Asp Cys 


Tyr 


He 




50 










55 




Thr 


Asn 


Leu 


Met 


Arg 


Pro 


Lys 


He 


65 










70 






Trp 


He 


Leu 


Gly 


Ser 
85 


Thr 


Asp 


Gly 


Ser 


Phe 


Ser 


Tyr 
100 


Cys 


Gly 


Ser 


Arg 


Leu 


Pro 


Ser 
115 


Leu 


Leu 


He 


Leu 


Ser 
120 


Lys 


Val 
130 


He 


Phe 


He 


Cys 


Ser 
135 


He 


lie 


He 


He 


Ala 


Ser 


Tyr Ala 


Gly 


145 










150 






Gly 


Ser 


Gly 


Glu 


Gly Arg 


Arg 


Lys 










165 








Leu 


Met 


Val 


Val 


Gly Met 


Phe 


Tyr 








180 










Gin 


Pro 


Thr 
195 


Ser 


Asp 


Arg 


Ser 


Pro 
200 


Phe 


Tyr 


Thr 


He 


Leu 


Thr 


Pro 
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Thr 


Val 


Pro 


Lys 


Met 


Ala 


Phe 


Asn 




10 










15 




Ser 


Met 


Ala 


Gly 


Cys 


Ala 


Thr 


Gin 


25 










30 






Gly 


Ser 


Glu 


Cys 


Phe 


Leu 


Leu 


Ala 










45 








Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 








60 










Cys 


Arg 


Leu 


Met 


Thr 


Ala 


Phe 


Ser 






75 










80 


He 


He 


Tyr 


Ala 


Val 


Ala 


Thr 


Phe 




90 










95 




Glu 


He 


Ala 


His 


Phe 


Phe 


Cys 


Glu 


105 










110 






Cys 


Asn Asp 


Thr 


Ser 


He 


Phe 


Glu 










125 








Val 


Met 


Leu 


Val 


Phe 


Pro 


Val 


Ala 








140 










Val 


He 


Leu 


Ala 


Val 


He 


His 


Met 






155 










160 


Ala 


Phe 


Thr 


Thr 


Cys 


Ser 


Ser 


His 




170 










175 




Gly 


Ala 


Gly 


Leu 


Phe 


Met 


Tyr 


He 


185 










190 






Thr 


Gin Asp 


Lys 


Leu 


Val 


Ser 


Val 



205 



<210> 1773 
<211> 127 
<212> PRT 

<213> Unknown (H38g691 protein) 
<220> 

<223> Synthetic construct 



<221> VARIANT 

<222> (1)...{127) 

<223> Xaa = Any Amino Acid 

<400> 1773 



Asn 


Leu 


Leu 


Pro 


Val 


Trp 


Thr 


Pro Gly Ser 


Arg 


Val Pro 


Ser 


Xaa 


Ser 


1 








5 






10 








15 




Gin 


He 


Ser 


Val 


Ser 


Glu 


Lys 


Gin Gly Met 


Ser 


Phe Pro 


Lys 


Lys 


Leu 








20 








25 






30 






Phe 


Gin 


Asn 


His 


Lys 


Leu 


Phe 


Leu Leu Phe 


Ala 


Gly Met 


Asn 


Val 


Phe 



35 40 45 
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Leu 


Gin 
50 


Thr 


Val 


Met 


Ala 


Tyr 
55 


Asp 


His 


Phe 


Val 


Ala 
60 


lie 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Arg 


Val 


lie 


Met 


Asn 


Pro 


Gly lie 


Phe Gly 


Leu 


Trp 


Val 


65 








70 










75 










80 


Leu 


Val 


Ser 


Trp 


Ser 
85 


Met 


Ser 


Ala 


Leu 


Asn 
90 


Ser 


Ser 


Leu 


Gin 


Ser 
95 


Arg 


Met 


Val 


Leu 


Gin 
100 


Leu 


Ser 


Phe 


Cys 


Thr 
105 


Asn 


Leu 


Glu 


lie 


Pro 
110 


His 


He 


Phe 


Phe 


Cys 
115 


Glu 


Leu 


Asn 


Gin 


Leu 
120 


lie 


Leu 


Leu 


Ala 


Cys 
125 


Ser 


Asn 





<210> 1774 
<211> 216 
<212> PRT 

<213> Unknown (H38g692 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . - . (216) 

<223> Xaa = Any Amino Acid 



<400> 1774 



Phe 


Val 


Asp 


Phe 


Cys 


Tyr 


Ser 


Thr 


Thr 


He 


Thr 


Pro 


Lys 


Leu 


Leu 


Glu 


1 








5 










10 










15 




Asn 


Leu 


Val 


Val 


Glu 


Asp 


Arg 


Thr 


He 


Ser 


Phe 


Thr Gly 


Cys 


He 


Met 
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25 










30 






Gin 


Leu 


Phe 
35 


Phe 


Val 


Cys 


He 


Phe 
40 


Val 


Val 


Thr 


Glu 


Thr 
45 


Phe 


Met 


Leu 


Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


Val 


Cys 
60 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala 


Met 


Tyr 


Gin 


Arg 


Leu 


Cys 


Ser 


Leu 


Leu 


Val 


Ala 


Thr 


65 










70 










75 










80 


Ser 


Tyr 


Cys 


Trp Gly 


He 


Val 


Cys 


Ser 


Leu 


Thr 


Leu 


Thr 


Xaa 


Phe 


Leu 










85 










90 










95 




Leu 


Glu 


Leu 


Ser 
100 


Phe 


Arg 


Gly 


Asn 


Asn 
105 


He 


He 


Asn 


Asn 


Phe 
110 


Val 


Cys 


Glu 


His 


Ala 
115 


Ala 


Val 


Val 


Ala 


Val 
120 


Ser 


Trp 


Ser 


Asp 


Pro 
125 


Cys 


Val 


Ser 


Gin 


Glu 
130 


He 


Thr 


Leu 


Val 


Ser 
.135 


Ala 


Thr 


Phe 


Asn 


Glu 
140 


He 


Ser 


Gly 


Leu 


Val 


He 


He 


Leu 


Thr 


Pro 


Tyr 


Ala 


Phe 


He 


Phe 


He 


Thr 


Val 


Met 


Lys 


145 










150 










155 










160 


Thr 


Pro 


Ser Thr Gly Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Ser 


Ala 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Ala 


He 


Thr 


He 


Phe His Gly Thr 


He 


Leu 


Phe 


Leu 


Tyr 








180 










185 










190 






Cys 


Val 


Pro 
195 


Asn 


Ser 


Lys 


Ser 


Ser 
200 


Trp 


Leu 


Met 


Val 


Lys 
205 


Val 


Ala 


Ser 


Val 


Leu 


Tyr 


Thr 


Val 


Val 


He 


Pro 



















210 215 



<210> 1775 
<211> 215 
<212> PRT 

<213> Unknown (H3 8g693 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1) . . . (215) 

<223> Xaa = Any Amino Acid 



<400> 1775 



Leu 


Pro 


Asp 


He Gly 


Phe 


Thr 


Leu 


Ala 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 








5 










10 










15 




Asp 


Met 


Gin 


Ser 


His 


Ser Arg 


He 


He 


Ser 


His 


Ala Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


He 


Pro 
35 


Phe 


Phe 


Val 


Leu 


Phe 
40 


Val 


Cys 


He 


Asp 


Asp 
45 


Met 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Tyr Asp Xaa 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Pro 


Val 


He 


Met 


Asn 


Pro 


His 


Leu 


Cys 


Val 


Phe 


Leu 


Val 


Leu 


Met 


65 










70 










75 










80 


Ser 


He 


Phe 


Leu 


Ser 
85 


Leu 


Leu 


Asp 


Ser 


Xaa 
90 


Leu 


His 


Asn 


Ser 


Val 
95 


Leu 


Leu 


Gin 


Phe 


Thr 
100 


Cys 


Phe 


Lys 


Asn 


Val 
105 


Glu 


He 


Ser 


Asn 


Phe 
110 


Phe 


Cys 


Asp 


Xaa 


Ser 


Gin 


Leu 


Leu 


Asn 


Leu 


Ala 


Cys 


Ser Asp 


Phe 


He 


Ser 


Asn 






115 










120 










125 








He 


Phe 


He 


Arg 


Leu 


Asp 


Ser 


Thr 


He 


Phe Gly 


Phe 


Leu 


Pro 


He 


Ser 




130 










135 










140 










Gly 


He 


Leu 


Leu 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Pro 


Ser 


He 


Leu 


Arg 


He 


145 










150 










155 










160 


Pro 


Leu 


Ser 


Asp Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 










165 










170 










175 




Leu 


Ala 


He 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly Thr Gly 


He 


Gly Met 


Tyr 


Leu 








180 










185 










190 






Thr 


Ser 


Ala 


Val 


Ser 


Pro 


Ala 


Pro 


Arg Asn Gly Val 


Val 


Ala 


Ser 


Val 






195 










200 










205 








Leu 


Tyr 


Ala 


Met 


Val 


Thr 


Pro 
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<210> 1776 
<211> 217 
<212> PRT 

<213> Unknown (H38g694 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (217) 

<223> Xaa = Any Amino Acid 



<400> 1776 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Pro 


Thr Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 








5 








10 










15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He Tyr 


Ala 


Gly Cys 


Leu 


Thr 


Val 








20 










25 








30 






Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 


Gly 


Gly Met 


Glu 


Glu 


Thr 


Leu 


Leu 


Leu 






35 










40 








45 








Asn 


Val 


Met 


Ala 


Tyr 


Val 


Arg 


Phe 


Val Ala 


He 


Cys 


His 


Pro 


Leu 


Tyr 




50 










55 








60 










His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe Cys 


Gly 


Phe 


Leu 


Leu 


Leu 


Leu 


65 










70 








75 










80 


Ser 


Phe 


Phe 


Phe 


Leu 


Gly 


Leu 


Leu 


Asp Ala 


Gin 


Leu 


His 


Asn 


Met 


He 










85 








90 










95 




Ala 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


Asp Val 


Glu 


He 


Pro 


Asn 


Phe 


Phe 



100 105 110 
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Cys 


Asp 


Pro Ser Gin 


Leu 


Pro 


His 






115 






120 


Asn 


Asn 


He He Met 


Tyr 


Phe 


Pro 




130 






135 




lie 


Ser 


Gly Thr Leu 


Phe 


Ser 


Tyr 


145 






150 






Arg 


Val 


Ser Ser Xaa 


Gly Gly 


Lys 






165 








Ser 


His 


Leu Ser Val 


Val 


Cys 


Xaa 






180 








Tyr 


Leu 


Ser Ser Asp 


Val 


Ser 


Ser 






195 






200 


Ser 


Val 


Met Tyr Ala 


Val 


Val 


Thr 




210 






215 





<210> 1777 
<211> 230 
<212> PRT 

<213> Unknown (H38g695 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)... (230) 

<223> Xaa » Any Amino Acid 



<400> 1777 



Leu 


Pro 


Asp He Gly Phe Thr 


Ser 


1 




5 








Asp 


He 


Gin Ser His 


Ser Arg 


Val 






20 








Gin 


Met 


Ser Leu Phe 


Ala 


He 


Phe 






35 






40 


Leu 


Ser 


Val Met Ala 


Tyr 


Asp 


Arg 




50 






55 




Tyr 


Arg 


Ser Ala He 


Leu 


Ser 


Arg 


65 






70 






Cys 


Leu 


Cys Phe Val 


Leu 


Phe 


Cys 






85 








Leu 


Ser 


Leu Leu Asp 


Ser 


Gin 


Leu 






100 








Thr 


Cys 


Phe Lys Asp Val 


Glu 


He 






115 






120 


Gin 


Leu 


Pro His Leu 


Ala 


Cys 


Cys 




130 






135 




Met 


Tyr 


Phe Pro Ala 


Ala 


Val 


Phe 


145 






150 






Phe 


Leu 


Leu Gin Trp Ser Lys 


He 






165 








Ser 


Ser 


Gly Gly Lys 


Tyr 


Lys 


Ala 






180 








Ser 


Val 


Val Cys Xaa 


Phe 


Cys 


Gly 






195 






200 


Ser 


Asp 


Val Ser Ser 


Ser 


Pro 


Arg 




210 






215 




Tyr 


Thr 


Val Val Thr 


Pro 






225 






230 







<210> 1778 
<211> 313 



Leu 


Ala 


Cys 


Cys 


Asp 


Thr 


Phe 


Thr 










125 








Ala 


Ala 


He 


Phe 


Gly 


Phe 


Leu 


Pro 








140 










Tyr 


Glu 


He 


Val 


Ser 


Ser 


He 


Leu 






155 










160 


Tyr 


Lys 


Ala 


Phe 


Ala 


Thr 


Cys 


Gly 




170 










175 




Phe Tyr Gly Thr 


Gly 


Val 


Gly 


Gly 


185 










190 






Ser 


Pro 


Arg 


Lys 


Thr 


Ala 


Val 


Ala 










205 








Pro 
















Thr 


Thr 


Val 


Ala 


Lys 


Met 


He 


Val 




10 










15 




He 


Ser Tyr Ala 


Gly 


Cys 


Leu 


Thr 


25 










30 






Gly Gly Met 


Glu 


Glu 


Ser 


Met 


Leu 










45 








Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 








60 










Asp 


Ser 


Val 


Pro 


Ser 


Xaa 


He 


Cys 






75 










80 


Phe 


Val 


Leu 


Phe 


Cys 


Phe 


Val 


Phe 




90 










95 




His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Met 


105 










110 






Pro 


Asn 


Phe 


Leu 


Trp 


Glu 


Pro 


Ser 










125 








Asp 


Thr 


Phe 


Thr 


Arg 


Asn 


He 


Asn 








140 










Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly 


Pro 






155 










160 


Val 


Ser 


Ser 


Thr 


Leu 


Arg 


Val 


Ser 




170 










175 




Phe 


Ser 


Thr Cys 


Gly 


Ser 


His 


Leu 


185 










190 






Thr 


Gly 


Val 


Gly 


Gly 


Tyr 


Leu 


Gly 










205 








Lys 


Ser 


Ala 


Val 


Ala 


Ser 


Val 


Met 








220 
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<212> PRT 

<213> Unknown (H38g696 protein) 
<220> 

<223> Synthetic construct 



<400> 1778 


























Met 


Leu 


Ala 


Arg Asn Asn 


Ser 


Leu 


Val Thr 


Glu 


Phe 


He Leu Ala Gly 


1 








5 








10 










15 




Leu 


Thr 


Asp 


Arg 


Pro 


Glu 


Phe 


Arg 


Gin Pro 


Leu 


Phe 


Phe 


Leu 


Phe 


Leu 








20 










25 
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Val 


He 


Tyr 


He 


Val 


Thr 


Met 


Val 


Gly Asn 


Leu Gly Leu 


He 


Thr 


Leu 






35 










40 








45 








Phe 


Gly 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Phe 




50 










55 








60 










Asn 


Leu 


Ser 


Phe 


He Asp 


Leu 


Cys 


Tyr Ser 


Ser 


Val 


Phe 


Thr 


Pro 


Lys 
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70 








75 










80 


Met 


Leu 


Met 


Asn 


Phe 


Val 


Ser 


Lys 


Lys Asn 


He 


He 


Ser 


Asn 


Val 


Gly 










85 








90 










95 




Cys 


Met 


Thr 


Arg 


Leu 


Phe 


Phe 


Phe 


Leu Phe 


Phe 


Val 


He 


Ser 


Glu 


Cys 








100 










105 








110 






Tyr 


Met 


Leu 


Thr 


Ser 


Met 


Ala 


Tyr Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 






115 










120 








125 








Pro 


Leu 


Leu 


Tyr 


Lys 


Val 


Thr 


Met 


Ser His 


Gin 


Val 


Cys 


Ser 


Met 


Leu 




130 










135 








140 










Thr 


Phe 


Ala 


Ala 


Tyr 


He 


Met 


Gly Leu Ala 


Gly Ala 


Thr 


Ala 


His 


Thr 


145 










150 








155 










160 


Gly 


Cys 


Met 


Leu 


Arg 


Leu 


Thr 


Phe 


Cys Ser 


Ala 


Asn 


He 


He 


Asn 


His 










165 








170 










175 




Tyr 


Leu 


Cys 


Asp 


He 


Leu 


Pro 


Leu 


Leu Gin 


Leu 


Ser 


Cys 


Thr 


Ser 


Thr 








180 










185 








190 






Tyr 


Val 


Asn 


Glu 


Val 


Val 


Val 


Leu 


He Val 


Val 


Gly Thr 


Asn 


He 


Thr 






195 










200 








205 








Val 


Pro 


Ser 


Cys Thr 


He 


Leu 


He 


Ser Tyr 


Val 


Phe 


He 


Val 


Thr 


Ser 
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215 








220 










lie 


Leu 


His 


He 


Lys 


Ser 


Thr 


Gin Gly Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 








235 










240 


Cys 


Ser 


Ser 


His 


Val 


He 


Ala 


Leu 


Ser Leu 


Phe 


Phe Gly 


Ser 


Ala 


Ala 
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Phe 


Met 


Tyr 


He 


Lys 


Tyr 


Ser 


Ser Gly Ser 


Met Glu Gin Gly Lys 


Val 








260 
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Ser 


Ser 


Val 


Phe 


Tyr 


Thr 


Asn 


Val 


Val Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 
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280 








285 








Tyr 


Ser 


Leu 


Arg Asn Lys 


Asp 


Val 


Lys Val 


Ala 


Leu 


Arg 


Lys 


Ala 


Leu 
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He 


Lys 


He 


Gin Arg Arg 


Asn 


He 


Phe 
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<210> 1779 
<211> 308 
<212> PRT 

<213> Unknown (H38g697 protein) 
<220> 

<223> Synthetic construct 
<400> 1779 

Met Thr Met Glu Asn Tyr Ser Met Ala Ala Gin Phe Val Leu Asp Gly 

15 10 15 

Leu Thr Gin Gin Ala Glu Leu Gin Leu Pro Leu Phe Leu Leu Phe Leu 
20 25 30 
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Gly 


He 


TH/T* 

x y x 


Val 


Val 


Thr 


Val 


Val 


Gly Asn 


Leu 
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Met 


He 


Leu 


Leu 
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Val 


Ser 


Pro 


Leu 


Leu 


His 


Thr Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Ser 
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<210> 1780 
<211> 328 
<212> PRT 

<213> Unknown <H38g698 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <1)...(328) 

<223> Xaa = Any Amino Acid 



<400> 1780 

Met Ala Pro Gly Asn Gly Ser Phe 

1 5 
Leu Thr His Gin Pro Asp Leu Gin 
20 

Val He Tyr Val Val Thr Leu Leu 

35 40 
He Gly Leu Asn Ser His Leu His 

50 55 
Asn Leu Ser Phe lie Asp Leu Cys 
65 70 
Met Leu Met Asn Phe He Ser Glu 



Val Thr Glu Phe He Leu Ala Gly 

10 15 
Ser Pro Leu Phe Phe Leu Phe Leu 
25 30 
Gly Asn Leu Gly Leu Val Thr Leu 
45 

Thr Pro Met Tyr Phe Phe Leu Phe 
60 

Tyr Ser Ser Val Phe Thr Pro Lys 

75 80 
Lys Asn He He Ser Phe Lys Gly 
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<210> 1781 
<211> 314 
<212> PRT 

<213> Unknown (H3 8g699 protein) 
<220> 

<223> Synthetic construct 
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<210> 1783 
<211> 339 
<212> PRT 

<213> Unknown (H3 8g701 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(339) 

<223> Xaa = Any Amino Acid 
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Thr Val Val Thr Leu 
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Pro Phe Thr Ala Leu 
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Glu Met Lys Ser Ala 
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Gly Xaa Met Leu Arg 
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Lys Arg Pro Ser Gly Lys 
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He Arg Thr Glu Lys Tyr 
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<210> 1784 
<211> 335 
<212> PRT 

<213> Unknown (H38g702 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (335) 

<223> Xaa = Any Amino Acid 
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Gly 


Tyr 


Leu 


Ser 


Ser Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Gly 








260 










265 










270 






Lys 


Ala 


Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Pro 
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275 280 
Asn Pro Phe lie Tyr Ser Leu Arg 

290 295 
Arg Arg Pro His Gly Ser Thr Val 
305 310 
Ser Met Pro Phe Val Val Trp Val 
325 

<210> 1785 
<211> 315 
<212> PRT 

<213> Unknown (H38g703 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 



<400> 1785 



Met 


Lys 


Asn Cys 


Thr 


Arg 


Val 


Lys 


1 








5 








Gin 


Asn 


Gly Asp Thr 


Arg 


Leu 


Val 








20 










Tyr 


Met 


Thr 


Thr 


Leu 


Leu 


Gly 


Asn 






35 










40 


Cys 


Glu 


Ser 


Cys 


Leu 


His 


Met 


Pro 




50 










55 




Ser 


He 


Ala 


Asp 


He 


Cys 


Phe 


Tyr 


65 










70 






Val 


Asp 


Leu 


Leu 


Ser 


Glu 


Arg 


Lys 










85 








Thr 


Gin 


Met 


Phe 


Leu 


Phe 


His 


Leu 








100 










Leu 


Ser 


Val 


Met 


Ala 


Leu 


Asp 


Gin 






115 










120 


His 


Tyr 


Ala 


Thr 


He 


Met 


Ser 


Arg 




130 










135 




Ala 


Ala 


Trp 


Leu Gly 


Gly 


Phe 


Val 


145 










150 






Leu 


Leu 


Pro 


Leu 


Pro 


Phe 


Cys 


Gly 










165 








Cys 


Asp 


Val 


Pro 


Gin 


Val 


Leu 


Lys 








180 










Leu 


Glu 


Leu 


Leu 


Met 


He 


Ser 


Asn 






195 










200 


Phe 


Phe 


Leu 


Leu 


Leu 


Val 


Ser 


Tyr 




210 










215 




Ser 


Gin 


Ala 


Gly Xaa 


Gly 


Arg 


Arg 


225 










230 






His 


He 


Thr 


Val 


Val 


Thr 


Leu 


His 










245 








Ala 


Arg 


Pro 


Phe 


Thr 


Ala 


Leu 


Pro 








260 










Phe 


Thr 


Val 


He 


Ser 


Pro 


Leu 


Leu 






275 










280 


Asn 


His 


Glu 


Met 


Lys 


Ser 


Thr 


Met 




290 










295 




Asp 


Arg 


Lys 


Xaa 


Thr 


Ser 


Ala 


Ser 


305 










310 







285 



Asn 


Arg 


Asp 


He 


Lys 


Ser 


Val 


Leu 








300 










Xaa 


Cys 


Gin 


Tyr 


Leu 


Leu 


He 


Cys 






315 










320 


Lys 


Lys 


Gly 


Ser 


Lys 


Val 


Lys 






330 














Glu 


Phe 


He 


Phe 


Leu 


Gly 


Leu 


Thr 




10 










15 




Leu 


Phe 


Leu 


Phe 


Leu 


Leu 


Leu 


Val 


25 










30 






Leu 


Leu 


He 


Met 


Val 


Thr 


Val 


Thr 










45 








Met 


Tyr 


Phe 


Leu 


Leu 


His 


Asn 


Leu 








60 










Ser 


He 


Thr 


Glu 


Pro 


Lys 


Val 


Leu 






75 










oU 


Thr 


He 


Ser 


Phe 


Asn 


Gly 


Cys 


Phe 




90 










95 




He 


Gly 


Gly 


Val 


Asp 


Ala 


Phe 


Ser 


105 










110 






Tyr 


Val 


Ala 


He 


Ser 


Lys 


Ser 


Leu 










125 








Asp 


Arg 


Cys 


He 


Gly 


Leu 


Thr 


Val 








140 










His 


Ser 


He 


Val 


Gin 


He 


Thr 


Leu 






155 










160 


Pro 


Asn 


Val 


Leu 


Asp 


Thr 


Phe 


Tyr 




170 










175 




Leu 


Ala 


His 


Thr 


Asp 


He 


Phe 


He 


185 










190 






Asn 


Gly 


Leu 


Leu 


Thr 


Thr 


Leu 


Trp 










20b 








Met 


Val 


He 


Leu 


Ser 


Leu 


Leu 


Lys 








220 










Lys 


Val 


He 


Ser 


Thr 


Cys 


inr 


Ser 
















240 


Phe 


Val 


Pro 


Cys 


He 


Tyr 


Val 


Tyr 




250 










255 




Thr 


Asp 


Lys 


Ala 


He 


Ser 


Val 


Thr 


265 










270 






Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 










285 








Lys 


Arg 


Arg 


Arg 


Leu 


Xaa 


Pro 


Ser 



300 

Leu Leu Leu 
315 
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<210> 1786 
<211> 321 
<212> PRT 

<213> Unknown (H38g704 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa = Any Amino Acid 



<400> 1786 



His 


Thr 


Glu 


Pro 


Arg 


Asn 


Leu 


Thr 


Gly Val 


Xaa 


Lys 


Val 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Ser 


Leu 


Xaa 


Glu 


Asp 


Pro 


Glu 


Leu 


Gin 


Pro 


He 


Leu 


Ala 


Gly 


Leu 


Ser 








20 










25 










30 






Leu 


Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Leu 


Arg 


Asn 


Val 


Leu 


lie 


lie 


Leu 






35 










40 










45 








Ala 


Val 


Ser 


Ser 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 










60 










Ser 


Ser 


Leu 


Cys 


Trp 


Ala 


Asp 


lie 


Gly 


Phe 


Thr 


Ser 


Ala 


Thr Val 


Pro 


65 










70 










75 










80 


Lys 


Met 


Thr 


Val 


Asp 


Met 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


Tyr 


Val 










85 










90 










95 




Ser 


Cys 


Leu 


Thr 


Gin 


He 


Ser 


Phe 


Leu 


Val 


Leu 


Phe 


Ala 


Cys 


Met 


Glu 








100 










105 










110 






Asp 


Met 


Leu 


Thr 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Val 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Pro 


Val 


lie 


Met 


Asn 


Pro 


His 


Leu Arg Val 


Phe 


Leu 




130 










135 










140 










Val 


Leu 


Leu 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Ser 


145 










150 










155 










160 


Trp 


lie 


Val 


Leu 


Gin 


Phe 


Thr 


Leu 


Phe 


Lys 


Asn 


Val 


Glu 


Asn 


Ser 


Ser 








165 










170 










175 




Phe 


Val 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Leu 


Asn 


Leu 


Ala 


Cys 


Ser 


Asp 


Ser 








180 










185 










190 






Val 


He 


Asn 


Ser 


He 


Phe 


He 


Tyr 


Phe 


Asp 


Ser 


Thr 


Met 


Phe Gly 


Phe 






195 










200 










205 








Leu 


Pro 


He 


Ser 


Gly 


lie 


Leu 


Leu 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Pro 


Ser 




210 










215 










220 










lie 


Leu 


Arg 


Met 


Ser 


Ser 


Ser 


Asp 


Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Tyr 


Gly 


Ser 


Gin 


Leu 


Ala 


Ala 


Leu 


Cys 


Xaa 


Phe Tyr Gly Thr Gly 


He 








245 










250 










255 




Gly 


Met 


Tyr 


Leu 


Thr 


Ser 


Ala 


Val 


Ala 


Leu 


Pro 


Pro Arg Asn Gly Val 








260 










265 










270 






Val 


Ala 


Ser 


Val 


Met 


Xaa 


Ala 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Phe 


Phe 






275 










280 










285 








lie 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


He 


Gin 


Ser 


Ala 


Leu 


Arg 


Arg 


Leu 




290 










295 










300 










Arg 


Ser 


Arg 


Thr 


Val 


Glu 


Ser 


Pro 


Xaa 


Ser 


Val 


Pro 


Ser 


Phe 


Phe 


Leu 


305 










310 










315 










320 


Cys 

































<210> 1787 
<211> 318 
<212> PRT 

<213> Unknown (H38g705 protein) 
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<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(318) 

<223> Xaa = Any Amino Acid 



<400> 1787 



Lys 


Gin 


Gin 


Glu Asn Gly 


Thr 


Cys 


Leu 


Val 


Thr 


Glu 


Phe 


Leu 


Met 


wet 


1 








5 










10 










15 




Gly 


Phe 


Ser 


Asn 


Leu 


Pro 


His 


Leu 


Arg 


Asn 


Thr 


Leu 


Phe 


Thr 


Leu 


Phe 








20 










25 










30 






Phe 


Leu 


Thr 


Tyr 


Leu 


Val 


Thr 


Leu Gly Gly Asn Val 


Thr 


He 


He 


Thr 






35 










40 










45 








lie 


Thr 


His 


Ala 


Asp Arg 


Ser 


Arg 


His 


Thr 


Pro 


Met 


Tyr 


His 


Phe 


Leu 




50 










55 










60 










Val 


Val 


Leu 


Ser 


Leu 


Ser 


Glu 


Thr 


Val 


Leu 


Tyr 


Thr 


Leu 


Val 


Thr 


lie 


65 










70 










75 










80 


Pro 


Ser 


Met 


Leu 


Ala 


His 


Leu 


Leu 


Met 


Glu 


Thr 


Arg 


Pro 


He 


Ser 


He 










85 










90 










95 




Pro 


Gly 


Cys 


Gin 


Ala 


Gin 


Met 


Phe 


Phe 


Phe 


Leu 


Gly Leu 


Gly Cys 


Ser 








100 










105 










110 






His 


Cys 


Phe 


Leu 


Leu 


Thr 


Leu 


Met 


Gly 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 






115 










120 










125 








Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Ser 


Met 


Val 


Met 


Arg 


Pro 


Thr 


Val 


Cys 


Leu 




130 










135 










140 










Cys 


Leu 


Gly 


Ala 


Leu 


Val 


Phe 


Cys 


Ser 


Gly 


Phe 


Ser 


Val 


Ala 


Leu 


He 


145 










150 










155 










160 


Glu 


Thr 


Ser 


Met 


lie 


Phe 


Ser 


Ser 


Pro 


Phe Cys Gly Gly Asp His 


Val 










165 










170 










175 




Glu 


His 


Phe 


Phe 


Cys 


Asp 


He 


Ala 


Pro 


Val 


Leu 


Lys 


Leu 


Ser 


Cys 


Ala 








180 










185 










190 






Lys 


Ser 


Ala 


Ser 


Lys 


Ala 


Leu 


Gly 


He 


Phe 


Phe 


Leu 


Ser 


Val 


Leu 


Val 






195 










200 










205 








Val 


Leu 


Met 


Ser 


Phe 


Val 


Pro 


He 


Leu 


Phe 


Ser 


Tyr 


Ala 


Phe 


He 


Val 




210 










215 










220 










Ala 


Ala 


lie 


Val 


Arg 


He 


Ser 


Leu 


Ala 


Ala 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Val 


Ala 


His 


Val 


Thr 


Val 


Val 


Val 


Val 


His 


Phe 


Asp 


Cys 










245 










250 










255 




Ala 


Ser 


lie 


lie 


Tyr 


Leu 


Arg 


Pro 


Glu 


Ser Gly Ala Asn 


Pro 


Asp 


Gin 








260 










265 










270 






Asp 


Arg 


Leu 


Val 


Ala 


Val 


Phe 


Tyr 


Thr 


Val 


Val 


Met 


Pro 


Leu 


Leu 


Asn 






275 










280 










285 








Pro 


Val 


Val 


Cys 


Thr 


Leu 


Trp 


Asn 


Lys 


Glu 


Val 


Arg 


Val 


Ala 


Leu 


Arg 




290 










295 










300 










Arg 


Thr 


Leu 


Ala 


Trp 


Ser 


Arg 


Gly Val 


Phe 


Lys 


Xaa 


Glu 


Ser 






305 










310 










315 













<210> 1788 
<211> 112 
<212> PRT 

<213> Unknown (H38g706 protein) 
<220> 

<223> Synthetic construct 
<400> 1788 

Leu Leu Asp His Phe He Cys Glu Leu Pro Ala Leu Leu Lys Leu Ala 
1 5 10 15 
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Cys Gly Gly Asp Gly Asp Thr Thr Glu Asn Gin Met Phe Ala Ala Arg 

20 25 30 

Val Val lie Leu Leu Leu Pro Phe Ala Val lie Leu Ala Ser Tyr Gly 

35 40 45 

Ala Val Ala Arg Ala Val Cys Cys Met Arg Phe Ser Gly Gly Arg Arg 

50 55 60 

Arg Ala Val Gly Thr Cys Gly Ser His Leu Thr Ala Val Cys Leu Phe 
65 70 75 80 

Tyr Gly Ser Ala lie Tyr Thr Tyr Leu Gin Pro Ala Gin Arg Tyr Asn 

85 90 95 

Gin His Gly Asn Arg Phe Val Ser Leu Phe Tyr Thr Val Val Thr Pro 
100 105 110 

<210> 1789 
<211> 313 
<212> PRT 

<213> Unknown (H38g707 protein) 
<220> 

<223> Synthetic construct 
<400> 1789 

Met Asp Gin Arg Asn Tyr Thr Arg Val Lys Glu Phe Thr Phe Leu Gly 

15 10 15 

lie Thr Gin Ser Arg Glu Leu Ser Gin Val Leu Phe Thr Phe Leu Phe 

20 25 30 

Leu Val Tyr Met Thr Thr Leu Met Gly Asn Phe Leu lie Met Val Thr 

35 40 45 

Val Thr Cys Glu Ser His Leu His Thr Pro Met Tyr Phe Leu Leu Arg 

50 55 60 

Asn Leu Ser He Leu Asp He Cys Phe Ser Ser He Thr Ala Pro Lys 
65 70 75 80 

Val Leu He Asp Leu Leu Ser Glu Thr Lys Thr He Ser Phe Ser Gly 

85 90 95 

Cys Val Thr Gin Met Phe Phe Phe His Leu Leu Gly Gly Ala Asp Val 

100 105 110 

Phe Ser Leu Ser Val Met Ala Phe Asp Arg Tyr He Ala He Ser Lys 

115 120 125 

Pro Leu His Tyr Met Thr He Met Ser Arg Gly Arg Cys Thr Gly Leu 

130 135 140 

He Val Gly Phe Leu Gly Gly Gly Leu Val His Ser He Ala Gin He 
145 150 155 160 

Ser Leu Leu Leu Pro Leu Pro Val Cys Gly Pro Asn Val Leu Asp Thr 

165 170 175 

Phe Tyr Cys Asp Val Pro Gin Val Leu Lys Leu Ala Cys Thr Asp Thr 

180 185 190 

Phe Thr Leu Glu Leu Leu Met He Ser Asn Asn Gly Leu Val Ser Trp 

195 200 205 

Phe Val Phe Phe Phe Leu Leu He Ser Tyr Thr Val lie Leu Met Met 

210 215 220 

Leu Arg Ser His Thr Gly Glu Gly Arg Arg Lys Ala He Ser Thr Cys 
225 230 235 240 

Thr Ser His He Thr Val Val Thr Leu His Phe Val Pro Cys He Tyr 

245 250 255 

Val Tyr Ala Arg Pro Phe Thr Ala Leu Pro Thr Asp Thr Ala He Ser 

260 265 270 

Val Thr Phe Thr Val He Ser Pro Leu Leu Asn Pro lie He Tyr Thr 

275 280 285 

Leu Arg Asn Gin Glu Met Lys Leu Ala Met Arg Lys Leu Lys Arg Arg 

290 295 300 

Leu Gly Gin Ser Glu Arg He Leu He 
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305 310 

<210> 1790 
<211> 162 
<212> PRT 

<213> Unknown {H38g708 protein) 
<220> 

<223> Synthetic construct 



<400> 1790 



Val 


Ala 


lie 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Pro 


Val 


Met 


Met 


Ser 


Asn 


Lys 


1 








5 










10 










15 




Leu 


Ser 


Ala 


Gin 
20 


Leu 


Leu 


Ser 


He 


Ser 
25 


Tyr 


Val 


He 


Gly 


Phe 
30 


Leu 


His 


Pro 


Leu 


Val 

35 


His 


Val 


Ser 


Leu 


Leu 
40 


Leu 


Arg 


Leu 


Thr 


Phe 
45 


Cys 


Arg 


Phe 


Asn 


lie 
50 


lie 


His 


Tyr 


Phe 


Tyr 
55 


Cys 


Glu 


He 


Leu 


Gin 
60 


Leu 


Phe 


Lys 


He 


Ser 


Cys 


Asn Gly 


Pro 


Ser 


He 


Asn 


Ala 


Leu 


He 


He 


Phe 


He 


Phe 


Gly 


65 










70 










75 










80 


Ala 


Phe 


He 


Gin 


He 
85 


Pro 


Thr 


Leu 


Met 


Thr 
90 


He 


He 


He 


Ser 


Tyr 
95 


Thr 


Arg 


Val 


Leu 


Phe 
100 


Asp 


He 


Leu 


Lys 


Lys 
105 


Lys 


Ser 


Glu 


Lys 


Gly 
110 


Arg 


Ser 


Lys 


Ala 


Phe 
115 


Ser 


Thr 


Cys 


Gly 


Ala 
120 


His 


Leu 


Leu 


Ser 


Val 
125 


Ser 


Leu 


Tyr 


Tyr 


Gly 
130 


Thr 


Leu 


He 


Phe 


Met 
135 


Tyr 


Val 


Arg 


Pro 


Ala 
140 


Ser 


Gly 


Leu 


Ala 


Glu 


Asp 


Gin Asp 


Lys 


Val 


Tyr 


Ser 


Leu 


Phe 


Tyr 


Thr 


He 


He 


He 


Pro 


145 










150 










155 










160 


Leu 


Leu 































<210> 1791 
<211> 258 
<212> PRT 

<213> Unknown (H38g709 protein) 
<220> 

<223> Synthetic construct 



<400> 1791 



Met 


Tyr 


Tyr 


Phe 


Leu 


Cys 


His 


Leu 


Ala 


Leu 


Val 


Asp 


Ala 


Gly 


Phe 


Thr 


1 








5 










10 










15 




Thr 


Ser 


Val 


Val 


Pro 


Pro 


Leu 


Leu 


Ala 


Asn 


Leu Arg Gly 


Pro 


Ala 


Leu 








20 










25 










30 






Trp 


Leu 


Pro 
35 


Arg 


Ser 


His 


Cys 


Thr 
40 


Ala 


Gin 


Leu 


Cys 


Ala 
45 


Ser 


Leu 


Ala 


Leu 


Gly 
50 


Ser 


Ala 


Glu 


Cys 


Val 
55 


Leu 


Leu 


Ala 


Val 


Met 
60 


Ala 


Leu 


Asp 


Arg 


Ala 


Ala 


Ala 


Val 


Cys 


Arg 


Pro 


Leu Arg Tyr Ala 


Gly Leu 


Val 


Ser 


Pro 


65 










70 










75 










80 


Arg 


Leu 


Cys 


Arg 


Thr 
85 


Leu 


Ala 


Ser 


Ala 


Ser 
90 


Trp 


Leu 


Ser 


Gly 


Leu 
95 


Thr 


Asn 


Ser 


Val 


Ala 
100 


Gin 


Thr 


Ala 


Leu 


Leu 
105 


Ala 


Glu 


Arg 


Pro 


Leu 
110 


Cys 


Ala 


Pro 


Arg 


Leu 
115 


Leu 


Asp 


His 


Phe 


He 
120 


Cys 


Glu 


Leu 


Pro 


Ala 
125 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Gly Gly Asp 


Gly 


Asp 


Thr 


Thr 


Glu 


Asn 


Gin 


Met 


Phe 


Ala 




130 










135 










140 
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Ala 


Arg 


Val 


Val 


lie 


Leu 


Leu 


Leu 


Pro 


Pne 


Ala 


val 


lie 


Leu 


Ala 


Ser 


145 










150 










155 










160 


Tyr 


Gly 


Ala 


Val 


Ala 
165 


Arg 


Ala 


Val 


Cys 


Cys 
170 


Met 


Arg 


Pne 


Ser 


Gly 
1 /b 


/"» T « r 

Gly 


Arg 


Arg 


Arg 


Ala 
180 


Val 


Gly 


Thr 


Cys 


Gly 
185 


Ser 


His 


Leu 


Thr 


Ala 
190 


vai 


Cys 


Leu 


Phe 


Tyr Gly 


Ser 


Ala 


lie 


Tyr 


Thr 


Tyr 


Leu 


Gin 


Pro 


Ala 


Gin 


Arg 






195 










200 










205 








Tyr 


Asn 
210 


Gin 


Ala 


Arg 


Gly 


Lys 
215 


Phe 


Val 


Ser 


Leu 


Phe 
220 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Ala 


Leu 


Asn 


Pro 


Leu 


lie 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Lys 


Val 


225 










230 










235 










240 


Lys 


Gly 


Ala 


Ala 


Arg 
245 


Arg 


Leu 


Leu 


Arg 


Ser 
250 


Leu 


Gly 


Arg 


Gly 


Gin 

255 


Ala 



Gly Gin 



<210> 1792 
<211> 316 
<212> PRT 

<213> Unknown (H38g710 protein) 
<220> 

<223> Synthetic construct 



<400> 1792 



Met 


Gin 


Arg 


Ala 


Asn 


His 


Ser 


Thr 


Val 


Thr 


Gin 


Phe 


He 


Leu 


Val 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Val 


Phe 


Pro 


His 


Leu 


Gin 


Leu 


Met 


Leu 


Phe 


Leu 


Leu 


Phe 


Leu 








20 










25 










30 






Leu 


Met 


Tyr 


Leu 


Phe 


Thr 


Leu 


Leu 


Gly Asn 


Leu 


Leu 


He 


Met 


Ala 


Thr 






35 










40 










45 








Val 


Trp 


Ser 


Glu 


Arg 


Ser 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Cys 


-» 


50 










55 










60 










Ala 


Leu 


Ser 


Val 


Ser 


Glu 


He 


Leu 


Tyr 


Thr 


Val 


Ala 


He 


He 


Pro 


Arg 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asp 


Leu 


Leu 


Ser 


Thr 


Gin 


Arg 


Ser 


He 


Ala 


Phe 


Leu 


Ala 










85 










90 










95 




Cys 


Ala 


Ser 


Gin 


Met 


Phe 


Phe 


Ser 


Phe 


Ser 


Phe 


Gly 


Phe 


Thr 


His 


Ser 








100 










105 










110 






Phe 


Leu 


Leu 


Thr 


Val 


Met 


Gly 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


Arg 


Tyr 


Asn 


Val 


Leu 


Met 


Ser 


Pro 


Arg 


Gly 


Cys 


Ala 


Cys 


Leu 




130 










135 










140 










Val 


Gly 


Cys 


Ser 


Trp 


Ala 


Gly 


Gly 


Leu 


Val 


Met 


Gly 


Met 


Val 


Val 


Thr 


145 










150 










155 










160 


Ser 


Ala 


He 


Phe 


His 


Leu 


Ala 


Phe 


Cys 


Gly 


His 


Lys 


Glu 


He 


His 


His 










165 










170 










175 




Phe 


Ala 


Cys 


His 


Val 


Pro 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Gly 


Asp 


Asp 








180 










185 










190 






Val 


Leu 


Val 


Val 


Ala 


Lys 


Gly 


Val 


Gly 


Leu 


Val 


Cys 


He 


Thr 


Ala 


Leu 






195 










200 










205 








Leu 


Gly 


Cys 


Phe 


Leu 


Leu 


He 


Leu 


Leu 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Ala 




210 










215 










220 










Ala 


He 


Leu 


Lys 


He 


Pro 


Ser 


Ala 


Glu 


Gly 


Arg 


Asn 


Lys 


Ala 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


Val 


Val 


His 


Tyr 


Gly 


Phe 


Ala 










245 










250 










255 




Ser 


Val 


He 


Tyr 


Leu 


Lys 


Pro 


Lys 


Ser 


Pro 


Gin 


Ser 


Leu 


Glu 


Gly 


Asp 








260 










265 










270 






Thr 


Leu 


Met 


Gly 


He 


Thr 


Tyr 


Thr 


Val 


Leu 


Thr 


Pro 


Phe 


Leu 


Ser 


Pro 
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275 280 285 

lie lie Phe Ser Leu Arg Asn Lys Glu Leu Lys Val Ala Met Lys Lys 

290 295 300 

Thr Phe Phe Ser Lys Leu Tyr Pro Glu Lys Asn Val 
305 310 315 



<210> 1793 
<211> 225 
<212> PRT 

<213> Unknown (H38g711 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(225) 

<223> Xaa = Any Amino Acid 



<400> 1793 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 






5 










10 










15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


Leu 


Ser 


Tyr 


Ala 


Gly 


Cys 


Leu 


He 






20 










25 










30 






Arg 


Cys 


Leu 
35 


Ser 


Leu 


Pro 


Leu 


Leu 
40 


Glu 


Ala 


Trp 


Lys 


Arg 
45 


Gly 


Met 


Leu 


Leu 


Ser 
50 


Val 


Met 


Ala 


Tyr 


Asp 
55 


Arg 


Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


Arg 


Ser 


Ala 


He 


Leu 


Asn 


Pro 


Xaa 


Phe 


Cys 


Gly 


Phe 


Leu 


Asp 


Leu 


65 










70 










75 










80 


Leu 


Ser 


Phe 


Phe 


Phe 
85 


Leu 


Phe 


Val 


Cys 


Phe 
90 


Val 


Phe 


Leu 


Ser 


Leu 
95 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Met 


Thr 


Cys 


Ser 


Lys 






100 










105 










110 






Asp 


Val 


Glu 
115 


He 


Pro 


Asn 


Phe 


Phe 
120 


Trp 


Glu 


Pro 


Ser 


Gin 
125 


Leu 


Pro 


His 


Leu 


Ala 
130 


Cys 


Cys 


Asp 


Thr 


Phe 
135 


Thr 


Arg 


Asn 


He 


Asn 
140 


Met 


Tyr 


Phe 


Pro 


Ala 


Ala 


Val 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly 


Thr 


Phe 


Tyr 


Ser 


Tyr 


145 










150 










155 










160 


Cys 


Lys 


He 


Leu 


Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly 


Gly 


Lys 






165 










170 










175 




Tyr 


Lys 


Ala 


Phe 
180 


Ser 


Thr 


Cys 


Gly 


Ser 
185 


His 


Leu 


Ser 


Val 


Val 
190 


Cys 


Xaa 


Phe 


Tyr 


Gly Thr 


Gly 


Val 


Gly 


Gly 


Tyr 


Leu 


Gly Ser Asp 


Val 


Ser 


Ser 






195 










200 










205 








Ser 


Pro 
210 


Arg 


Lys 


Ser 


Ala 


Val 
215 


Ala 


Ser 


Val 


Met 


Tyr 
220 


Thr 


Val 


Val 


Thr 



Pro 
225 



<210> 1794 
<211> 218 
<212> PRT 

<213> Unknown (H38g712 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 
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<400> 1794 

Leu Pro Asp lie Gly Phe Thr Ser Thr Met Val Pro Lys Met He Val 

1 5 10 is 

Asp lie Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Arg Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu Glu Ser Met Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu 

50 55 60 

Cys His Ser Ala He Thr Asn Pro Cys Phe Cys Gly Phe Leu Val Leu 
65 70 75 80 

Leu Ser Phe Phe Phe Leu Ser Pro Leu Asp Ala Gin Leu His Asn Leu 

85 90 95 

He Ala Leu Gin Arg Thr Cys Phe Lys Asp Val Glu He Pro Asn Phe 

100 105 HO 

Phe Cys Asp Pro Ser Gin Phe Pro Arg Leu Ala Cys Cys Gly Thr Phe 

115 120 125 

Thr Asn Asn He He Met Tyr Phe Pro Ala Ala He Phe Gly Phe Leu 

130 135 140 

Pro He Ser Gly Thr Leu Phe Ser Tyr Asp Lys He Val Phe Ser He 
145 150 155 160 

Leu Arg Val Ser Ser Ser Gly Gly Lys His Lys Ala Phe Ser Thr Arg 

165 170 175 

Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr Gly Thr Gly Val Gly 

180 185 190 

Glu Tyr Leu Gly Ser Asp Val Ser Ser Ser Pro Arg Lys Gly Ala Val 

195 200 205 

Ala Ser Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 1795 
<211> 216 
<212> PRT 

<213> Unknown (H3 8g713 protein) 
<220> 

<223> Synthetic construct 
<400> 1795 

Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met Ala 

1 5 10 15 

Gly Phe Leu lie Glu Asp Lys Val He Ser Tyr Asn Ala Cys Ala Ala 

20 25 30 

Gin Met Tyr He Phe Val Ala Phe Ala Thr Val Glu Asn Tyr Leu Leu 

35 40 45 

Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu His 

50 55 60 

Tyr Thr Thr Thr Met Thr Thr Thr Val Cys Ala Arg Leu Ala He Gly 
65 70 75 80 

Ser Tyr Leu Cys Gly Phe Leu Asn Ala Ser He His Thr Gly Asp Thr 

85 90 95 

Phe Ser Leu Ser Phe Cys Lys Ser Asn Glu Val His His Phe Phe Cys 

100 105 HO 

Asp He Pro Ala Val Met Val Leu Ser Cys Ser Asp Arg His He Ser 

115 120 125 

Glu Leu Val Leu He Tyr Val Val Ser Phe Asn He Phe He Ala Leu 

130 135 140 

Leu Val He Leu He Ser Tyr Thr Phe He Phe He Thr He Leu Lys 
145 150 155 160 

Met His Ser Ala Ser Val Tyr Gin Lys Pro Leu Ser Thr Cys Ala Ser 
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165 

His Phe He Ala Val Gly He Phe 
180 

Leu Gin Pro Ser Ser Ser His Ser 
195 200 
Val Phe Tyr Thr Met Val He Pro 
210 215 



170 175 
Tyr Gly Thr He He Phe Met Tyr 
185 190 
Met Asp Thr Asp Lys Met Ala Pro 
205 



<210> 1796 
<211> 215 
<212> PRT 

<213> Unknown (H38g714 protein) 
<220> 

<223> Synthetic construct 



<400> 1796 



He 


Val 


Asp 


He 


Ser 


Tyr Ala 


Ser 


1 








5 








Asn 


Leu 


Met 


Asn 


Gin 


Glu 


Ser 


Thr 








20 










Gin 


Thr 


Phe 


Leu 


Tyr 


Leu 


Ala 


Phe 






35 










40 


Val 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 




50 










55 




Tyr 


Asn 


He 


Leu 


Met 


Ser 


Trp 


Arg 


65 










70 






Ser 


Trp 


Val 


Phe 


Ser 


Phe 


Leu 


Leu 










85 








Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 








100 










He 


Leu 


Ser 


Val 


Leu 


Lys 


Leu 


Ala 






115 










120 


Val 


Val 


He 


Phe 


Ala 


Ala 


Cys 


Val 




130 










135 




Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Leu 


Arg 


145 










150 






Gin 


Ser 


Gly Glu 


Gly 


Arg 


Arg 


Lys 










165 








Leu 


Cys 


Val 


Val 


Gly 


Leu 


Phe 


Phe 








180 










Ala 


Pro 


Lys 


Ser 


Arg 


His 


Pro 


Glu 






195 










200 


Phe 


Tyr 


Ser 


Leu 


Phe 


Asn 


Pro 






210 










215 





Asn Tyr Val 


Pro 


Lys 


Met 


Leu 


Thr 




10 










15 




He 


Ser 


Phe 


Phe 


Pro 


Cys 


He 


Met 


25 










30 






Ala 


His 


Val 


Glu 


Cys 
45 


Leu 


He 


Leu 


Ala 


Asp 


He 


Cys 
60 


His 


Pro 


Leu 


Arg 


Val 


Cys 


Thr 
75 


Val 


Leu 


Ala 


Val 


Ala 
80 


Ala 


Leu 
90 


Val 


Pro 


Leu 


Val 


Leu 
95 


He 


His 


Glu 


He 


Asn 


His 


Phe 


Cys 


Glu 


105 










110 






Cys 


Ala 


Asp 


Thr 


Trp 
125 


Leu 


Asn 


Gin 


Phe 


He 


Leu 


Val 
140 


Gly 


Pro 


Leu 


Cys 


He 


Leu 


Ala 
155 


Ala 


He 


Leu 


Arg 


He 
160 


Ala 


Phe 
170 


Ser 


Thr 


Cys 


Ser 


Ser 
175 


His 


Gly 


Ser 


Ala 


He 


Val 


Thr 


Tyr 


Met 


185 










190 






Glu 


Gin 


Gin 


Lys 


Val 
205 


Leu 


Ser 


Leu 



<210> 1797 
<211> 162 
<212> PRT 

<213> Unknown (H38g715 protein) 
<220> 

<223> Synthetic construct 
<400> 1797 

Val Ala He Cys Lys Pro Leu His 

1 5 
Val Cys Thr Leu Leu Val Leu Cys 
20 

He Val Pro Pro Leu Ser Leu Gly 
35 40 



Tyr Val Val He Met Asn Asn Arg 

10 15 
Cys Trp Val Ala Gly Leu Met He 
25 30 
Leu Gin Leu Glu Phe Cys Asp Ser 
45 
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Asn 


Ala 


He 


Asp 


His 


Phe 


Ser 


Cys 


Asp Ala Gly 


Pro 


Leu 


Leu 




T1p> 
lie 




50 










3D 




















Ser 


Cys 


Ser 


Asp 


Thr 


Trp 


val 


lie 


Glu 


Gin 


Met 


val 


lie 


T.on 




Ala 


65 








70 




















80 


Val 


Phe 


Ala 


Leu 


lie 
85 


lie 


i nr 


Pro 


Val 


Cys 
on 


val 




Leu 


Ser 


95 


Leu 


Tyr 


lie 


vai 


Arg 


Thr 


He 


Leu 


J-J_y 


Fne 


Pro 


Ser 


Val 


Gin 


Gin 


Arg 


Lys 






1 u u 










105 










110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Met 


He 


Val 


Val 


Ser 


He 


Ala 




115 










120 










125 








Tyr 


Gly 
130 


Ser 


Cys 


He 


Phe 


He 
135 


Tyr 


He 


Lys 


Pro 


Ser 
140 


Ala 


Lys 


Asp 


Glu 


Val 


Ala 


He 


Asn 


Lys Gly 


Val 


Ser 


Val 


Leu 


Thr 


Thr 


Ser 


Val 


Ala 


Pro 


145 










150 










155 










160 


Leu 


Leu 































<210> 1798 
<211> 224 
<212> PRT 

<213> Unknown (H3 8g716 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (224) 

<223> Xaa = Any Amino Acid 



<400> 1798 



Leu 


Pro 


Asp 


He Gly 


Phe 


Thr 


Ser 


1 








5 








Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 








20 










Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 






35 










40 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp 


Gin 




50 










55 




Tyr 


Arg 


Ser 


Ala 


He 


Leu 


Asn 


Pro 


65 










70 






Leu 


Ser 


Leu 


Tyr 


Phe 


Phe 


Leu 


Phe 










85 








Asp 


Ser 


Gin 


Leu 


His 


Asn 


Leu 


He 








100 










Asp 


Val 


Glu 


He 


Ser 


Asn Val 


Phe 






115 










120 


Leu 


Ala 


Cys 


Cys 


Asp 


Thr 


Phe 


Thr 




130 










135 




Ala 


He 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


145 










150 






Lys 


He 


Val 


Ser 


Ser 


He 


Leu 


Arg 










165 








Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 








180 










Tyr 


Gly 


Thr 


Gly Val 


Gly Gly 


Tyr 






195 










200 


Leu 


Arg 


Lys 


Ala 


Ala 


Val 


Ala 


Ser 




210 










215 





<210> 1799 
<211> 218 



Thr 


Thr 
10 


Val 


Pro 


Lys 


Met 


He 
15 


Val 


He 


Ser 


Tyr 


Ala Gly Cys 


Leu 


Thr 


25 










30 






Gly Gly Met 


Glu 


Glu 


Asn 


Met 


Leu 










45 








Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Pro 


Cys 


Phe 


Cys 
75 


Gly 


Phe 


Gin 


Asp 


Leu 
80 


Phe 


Ser 
90 


Phe 


Phe 


Leu 


Arg 


Leu 
95 


Leu 


Ala 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


105 










110 






Trp 


Glu 


Pro 


Ser 


Gin 
125 


Leu 


Ser 


His 


Arg 


Asn 


He 


Met 
140 


Tyr 


Phe 


Pro 


Ala 


Leu 


Gly Thr 


Leu 


Phe 


Ser 


Tyr 


Cys 






155 










160 


Val 


Ser 


Ser 


Ser Gly Gly Lys 


Tyr 




170 










175 




His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Phe 


185 










190 






Leu 


Ser 


Ser 


Asp 


Val 
205 


Ser 


Ser 


Ser 


Val 


Met 


Tyr 


Lys 


Met 


Val 


Thr 


Pro 



220 
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<212> PRT 

<213> Unknown (H38g717 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 



<400> 1799 



Leu 


Ala 


Asp 


He 


Gly 


pne 


rnr 


Ser Asn 


Thr 


Val 


Pro 


Lys 


Met 


Tip 
IXC 


Val 


1 








5 








10 














Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val He 


Ser 


Tyr Ala Gly Cys 


Leu 


Thr 








20 








25 










30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


Val 


nil- f*l ■» w 

Pne Gly 


Gly Met 


Glu 


Glu 


Ser 


Met 


Leu 






35 










40 








45 








Leu 


Ser 


Val 


Arg 


Ala 


Tyr 


Asp 


Arg Phe 


Val 


Ala 


He Cys 


His 


Pro 


Leu 




50 










55 








60 










Tyr 


Tyr 


Ser 


Ala 


He 


Met 


Asn 


Pro Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Leu 


65 










70 








75 










80 


Cys 


Phe 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu Leu 


Asp 


Ser 


Gin 


Leu 


His 


Asn 


Leu 








85 








90 










95 




He 


Ala 


Leu 


Gin 
100 


Met 


Thr 


Cys 


He Lys 
105 


Asp 


Val 


Glu 


He 


Pro 
110 


Asn 


Phe 


Phe 


Cys 


Asp 
115 


Pro 


Ser 


Gin 


Leu 


Pro His 
120 


Leu 


Ala 


Cys 


Cys 
125 


Asp 


Thr 


Phe 


Thr 


He 
130 


Asn 


He 


Val 


Met 


Tyr 
135 


Phe Pro 


Ala 


Ala 


He 
140 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser Gly Thr 


Leu 


Phe 


Ser Tyr 


Ser 


Lys 


He 


Val 


Ser 


Ser 


He 


145 










150 








155 










160 


Leu 


Arg 


Val 


Ser 


Ser 
165 


Ser 


Gly 


Gly Lys 


Tyr 
170 


Lys 


Ala 


Phe 


Ser 


Thr 
175 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys Xaa 


Val Tyr Gly Thr Gly Val Gly 








180 








185 










190 






Gly 


Tyr 


Leu 
195 


Ser 


Ser 


Asp 


Val 


Ser Ser 
200 


Ser 


Leu 


Arg 


Lys 
205 


Ala 


Ala 


Val 


Ala 


Ser 
210 


Val 


Met 


Tyr 


Thr 


Val 
215 


Val Thr 


Pro 















<210> 1800 
<211> 295 
<212> PRT 

<213> Unknown (H38g718 protein) 
<220> 

<223> Synthetic construct 



<400> 1800 



Leu 


He 


Phe 


Phe 


Leu 


He 


Tyr 


Pro 


Leu 


He Leu Val Gly Asn Asp Gin 


1 








5 










10 






15 




He 


Leu 


Val 


Val 


Val 


Met 


Ala 


Glu 


Ala 


Ser 


Leu 


His Lys Pro 


Val 


Tyr 








20 










25 






30 






Phe 


Phe 


Leu 


He 


Asn 


Leu 


Ser 


Ala 


Leu 


Asp 


He 


Leu Ser Thr 


Thr 


Val 






35 










40 








45 






Thr 


Val 


Pro Lys 


Thr 


Leu 


Pro 


Leu 


Phe 


Leu 


Leu 


Gly Asp His 


Phe 


Leu 




50 










55 










60 






Ser 


Phe 


Pro 


Ala 


Cys 


Phe 


Leu 


Gin 


Met 


Tyr 


Leu 


Phe His Ser 


Phe 


Ser 


65 










70 










75 






80 


Cys 


Ser 


Glu 


Ala 


Phe 


He 


Leu 


Val 


Val 


Met 


Ala 


Tyr Asp Arg 


Tyr 


Val 



85 90 95 
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Ala lie Cys His Pro Leu Gin Tyr Pro Val Leu Met Asn Pro Gin Thr 

100 105 110 

Asn Ala Val Leu Ala Thr Gly Ala Trp Leu Thr Ala Leu Leu Leu Pro 

115 120 125 

lie Pro Ala Val Val Gin Thr Ser Gin Met Ala Phe Asp Ser lie Ala 

130 135 140 

Asp lie Tyr His Cys Phe Cys Asp His Leu Ala Val Val Gin Ala Ser 
145 150 155 160 

Cys Ser Asp Thr Ser Pro Gin Thr Phe Met Gly Phe Cys lie Ala Met 

165 170 175 

Val Val Ser Phe Leu Pro Leu Leu Leu Val Leu Leu Ser Tyr Ala His 

180 185 190 

lie Leu Thr Ser Val Leu Arg He Asn Ser Gin Glu Gly Arg Ser Lys 

195 200 205 

Ala Phe Ser Thr Cys Ser Ser His Leu Pro Val Val Gly Thr Tyr Tyr 

210 215 220 

Ser Ser He Ala He Ala Tyr Val Ala Tyr Ser Ala Asp Leu Pro Leu 
225 230 235 240 

Asp Phe His Val Met Gly Asn Val Val His Ala Leu Leu Leu Pro Leu 

245 250 255 

Leu Leu Leu Leu Pro Leu Pro Leu Leu Pro Leu Pro Leu Arg Leu Pro 

260 265 270 

Leu Leu Leu Leu Leu Arg Ser Pro Ser Ser Ser Ser Ser Ser Pro Ser 

275 280 285 

Pro Ser Ser Ser Phe Phe Phe 
290 295 



<210> 1801 
<211> 311 
<212> PRT 

<213> Unknown (H38g719 protein) 
<220> 

<223> Synthetic construct 
<400> 1801 



Met 


Glu 


Met 


Glu 


Asn 


Cys 


Thr 


Arg 


Val 


Lys 


Glu 


Phe 


He 


Phe 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Thr 


Gin 


Asn 
20 


Arg 


Glu 


Val 


Ser 


Leu 
25 


Val 


Leu 


Phe 


Leu 


Phe 
30 


Leu 


Leu 


Leu 


Val 


Tyr 
35 


Val 


Thr 


Thr 


Leu 


Leu 
40 


Gly 


Asn 


Leu 


Leu 


He 
45 


Met 


Val 


Thr 


Val 


Thr 
50 


Cys 


Glu 


Ser 


Arg 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Leu 


Leu 


His 


Asn 


Leu 


Ser 


He 


Ala 


Asp 


He 


Cys 


Phe 


Ser 


Ser 


He 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Val 


Leu 


Val 


Asp 


Leu 
85 


Leu 


Ser 


Glu 


Arg 


Lys 
90 


Thr 


He 


Ser 


Phe 


Asn 
95 


His 


Cys 


Phe 


Thr 


Gin 
100 


Met 


Phe 


Leu 


Phe 


His 
105 


Leu 


He 


Gly 


Gly 


Val 
110 


Asp 


Val 


Phe 


Ser 


Leu 
115 


Ser 


Val 


Met 


Ala 


Leu 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Ser 


Lys 


Pro 


Leu 
130 


His 


Tyr 


Ala 


Thr 


He 
135 


Met 


Ser 


Arg 


Asp 


Gin 
140 


Cys 


He 


Gly 


Leu 


Thr 


Val 


Ala 


Ala 


Trp 


Leu 


Gly 


Gly 


Phe 


Val 


His 


Ser 


He 


Val 


Gin 


He 


145 










150 










155 










160 


Ser 


Leu 


Leu 


Leu 


Pro 
165 


Leu 


Pro 


Phe 


Cys 


Gly 
170 


Pro 


Asn 


Val 


Leu 


Asp 
175 


Thr 


Phe 


Tyr 


Cys 


Asp 


Val 


His 


Arg 


Val 


Leu 


Lys 


Leu 


Ala 


His 


Thr 


Asp 


He 








180 










185 








190 






Phe 


He 


Leu 


Glu 


Leu 


Leu 


Met 


He 


Ser 


Asn 


Asn 


Gly 


Leu 


Leu 


Thr 


Thr 
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1 Q^. 
j. y d 










200 
















ucu i rp 


rfle 


rne 


Leu 


Leu 


Leu 


Val 


Ser 


Tyr 


Ti- 
ne 


val 


He Leu 


Ser 


Leu 












215 










220 








Pro Lys 


£>er 




Ala 


Gly Glu 


Gly Arg Arg 


Lys 


Ala 


He Ser 


Thr 


Cys 


£s 








230 




















Thr Ser 


HIS 


.Lie 


inr 


Val 


Val 


Thr 


Leu 


His 


Phe 


Val 


Pro Cys 


He 


Tyr 








Oil ^ 
Z 4 D 










250 








255 




Val Tyr 


Ala 


Arg 


Pro 


Phe 


Thr 


Ala 


Leu 


Pro 


Met 


Asp 


Lys Ala 


He 


Ser 






260 










265 








270 






Val Thr 


Phe 


Thr 


Val 


He 


Ser 


Pro 


Leu 


Leu 


Asn 


Pro 


Leu He 


Tyr 


Thr 




275 










280 










285 






Leu Arg 


Asn 


His 


Glu 


Met 


Lys 


Ser 


Ala 


Met 


Arg 


Arg 


Leu Lys 


Arg 


Arg 


290 










295 










300 








Leu Val 


Pro 


Ser 


Asp 


Arg 


Lys 


















305 








310 




















<210> 1802 


























<211> 299 


























<212> PRT 


























<213> Unknown (H38g720 protein) 
















<220> 




























<223> Synthetic 


construct 


















<400> 1802 


























Thr Met 


Gin 


Gin 


Asn 


Asn 


Ser 


Val 


Pro 


Glu 


Phe 


He 


Leu Leu 


Gly 


Leu 


1 






5 










10 








15 




Thr Gin 


Asp 


Pro 


Leu Arg 


Gin 


Lys 


He 


Val 


Phe 


Val 


He Phe 


Leu 


He 






20 










25 








30 






Phe Tyr 


Met 


Gly Thr Val 


Val 


Gly 


Asn 


Met 


Leu 


He 


He Val 


Thr 


He 




35 










40 










45 






Lys Ser 


Ser 


Arg 


Thr 


Leu Gly 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe Leu 


Phe 


Tyr 


50 










55 










60 








Leu Ser 


Phe 


Ala Asp 


Ser 


Cys 


Phe 


Ser 


Thr 


Ser 


Thr 


Ala Pro 


Arg 


Leu 


65 








70 










75 








80 


lie Val 


Asp 


Ala 


Leu 


Ser 


Glu 


Lys 


Lys 


He 


He 


Thr 


Tyr Asn 


Glu 


Cys 








85 










90 








95 




Met Thr 


Gin 


Val 


Phe 


Ala 


Leu 


His 


Leu 


Phe 


Gly Cys 


Met Glu 


He 


Phe 






100 










105 








110 






Val Leu 


He 


Leu 


Met 


Ala 


Val 


Asp Arg 


Tyr 


Val 


Ala 


He Cys 


Lys 


Pro 




115 










120 










125 






Leu Arg Tyr 


Pro 


Thr 


He 


Met 


Ser 


Gin 


Gin 


Val 


Cys 


He He 


Leu 


He 


130 










135 










140 








Val Leu 


Ala 


Trp 


He Gly 


Ser 


Leu 


He 


His 


Ser 


Thr 


Ala Gin 


He 


He 


145 








150 










155 








160 


Leu Ala 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Tyr 


Leu 


He Asp 


His 


Tyr 








165 










170 








175 




Cys Cys 


Asp 


Leu 


Gin 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Met Asp 


Thr 


Tyr 






180 










185 








190 






Met lie 


Asn 


Leu 


Leu 


Leu 


Val 


Ser 


Asn 


Ser 


Gly Ala 


He Cys 


Ser 


Ser 




195 










200 










*"J f\ c 






Ser Phe 


Met 


He 


Leu 


He 


He 


Ser 


Tyr 


He 


Val 


He 


Leu His 


Ser 


Leu 


210 










215 










220 








Arg Asn 


His 


Ser 


Ala 


Lys 


Gly 


Lys 


Lys 


Lys 


Ala 


Leu 


Ser Ala 


Cys 


Thr 


225 








230 










235 








240 


Ser His 


He 


He 


Val 


Val 


He 


Leu 


Phe 


Phe 


Gly 


Pro 


Cys He 


Phe 


He 








245 










250 








255 




Tyr Thr Arg 


Pro 


Pro 


Thr 


Thr 


Phe 


Pro 


Met 


Asp 


Lys 


Met Val 


Ala 


Val 






260 










265 








270 






Phe Tyr 


Thr 


He Gly Thr 


Pro 


Phe 


Leu 


Asn 


Pro 


Leu 


He Tyr 


Thr 


Leu 




275 










280 










285 
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Arg Asn Ala Glu Val Lys Asn Ala Met Arg Lys 
290 295 

<210> 1803 
<211> 314 
<212> PRT 

<213> Unknown (H38g721 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (314) 

<223> Xaa - Any Amino Acid 



<400> 1803 



Met 


Glu 


Leu 


Gly Asn Val 


Thr 


Arg 


val 


Lys 


CjIU 


Phe 


He 


fne 


Leu 




1 








5 










10 










1 D 




Leu 


Thr 


Gin 


Ser 


Gin 


Asp 


Gin 


Ser 


Leu 


Val 


Leu 


Phe 


Leu 


Jrne 


Leu 


Cys 








20 










Z b 










n 
J u 






Leu 


Val 


Tyr 


Met 


Thr 


Thr 


Leu 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


Mot- 
Met 


vai 


inr 






35 










4U 










45 








Val 


Thr 


Cys 


Glu 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Lieu 


Leu 


Arg 




50 










55 










60 










Asn 


Leu 


Ala 


He Leu Asp 


He 


Cys 


Pne 


Ser 


Ser 


Thr 


Thr 


Ala 


Pro 


Lys 












70 










75 










o u 


Val 


Leu 


Leu 


Asp 


Leu 


Leu 


Ser 


Lys 


Lys 


Lys 


Thr 


He 


Ser 


Tyr 


inr 


Ser 










85 










90 














Cys 


Met 


Thr 


Gin 


He 


Phe 


Leu 


Pne 


HIS 


Leu 


Leu 


Gly Gly 


Aia 


Asp 


lie 








100 




















11 A 
1 1 U 






rfie 


Ser 


Leu 


Ser 


Val 


Met 


Ala 


ir ne 


Asp 


Cys 


Tyr 


Met 


Ala 


lie 


Ser 


Lys 






JL X J 










120 










125 








Pro 


Leu 


His 


Tyr 


Val 


Thr 


He 


Met 


Ser 


Arg 


Gly 


Gin 


Cys 


Thr 


Ala 


Leu 




130 










135 










140 










He 


Ser 


Ala 


Ser 


Trp 


Met 


Gly 


Gly 


Phe 


Val 


His 


Ser 


He 


Val 


Gin 


He 


145 










150 










155 










160 


Ser 


Leu 


Leu 


Leu 


Pro 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn Val 


Leu 


Asp 


Thr 










165 










170 










175 




Phe 


Tyr 


Cys 


Asp 


Val 


Pro 


Gin 


Val 


Leu 


Lys 


Leu 


Thr 


Cys 


Thr 


Asp 


Thr 








180 










185 










190 






Phe 


Ala 


Leu 


Glu 


Phe 


Leu 


Met' 


He 


Ser 


Asn Asn Gly Leu 


Val 


Thr 


Thr 






195 










200 










205 








Leu 


Trp 


Phe 


He 


Phe 


Leu 


Leu 


Val 


Ser 


Tyr 


Thr 


Val 


He 


Leu 


Met 


Thr 




210 










215 










220 










Leu 


Arg 


Ser 


Gin 


Ala 


Gly 


Gly 


Gly 


Arg 


Arg 


Lys 


Ala 


He 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Thr 


Ser 


His 


He 


Thr 


Val 


Val 


Thr 


Leu 


His 


Phe 


Val 


Pro 


Cys 


He 


Tyr 










245 










250 










255 




Val 


Tyr 


Ala 


Arg 


Pro 


Phe 


Thr 


Ala 


Leu 


Pro 


Thr 


Glu 


Lys 


Ala 


He 


Ser 








260 










265 










270 






Val 


Thr 


Phe 


Thr 


Val 


He 


Ser 


Pro 


Leu 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 






275 










280 










285 








Leu 


Arg 


Asn 


Gin 


Glu 


Met 


Lys 


Ser 


Ala 


Met 


Arg 


Arg 


Leu 


Lys 


Arg 


Arg 




290 










295 










300 










Leu 


Val 


Pro 


Ser 


Glu 


Arg 


Glu 


Xaa 


Lys 


Thr 















305 310 



<210> 1804 
<211> 314 
<212> PRT 

<213> Unknown (H38g722 protein) 
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<220> 

<223> Synthetic construct 
<400> 1804 

Met Leu Gly Leu Asn His Thr Ser Met Ser Glu Phe lie Leu Val Gly 

1 5 10 15 

Phe Ser Ala Phe Pro His Leu Gin Leu Met Leu Phe Leu Leu Phe Leu 

20 25 30 

Leu Met Tyr Leu Phe Thr Leu Leu Gly Asn Leu Leu lie Met Ala Thr 

35 40 45 

Val Trp Ser Glu Arg Ser Leu His Thr Pro Met Tyr Leu Phe Leu Cys 

50 55 60 

Val Leu Ser Val Ser Glu lie Leu Tyr Thr Val Ala He He Pro Arg 
6 5 70 75 80 

Met Leu Ala Asp Leu Leu Ser Thr Gin Arg Ser He Ala Phe Leu Ala 

85 90 95 

Cys Ala Ser Gin Met Phe Phe Ser Phe Ser Phe Gly Phe Thr His Ser 

100 105 HO 

Phe Leu Leu Thr Val Met Gly Tyr Asp Arg Tyr Val Ala He Cys His 

115 120 125 

Pro Leu Arg Tyr Asn Val Leu Met Ser Pro Arg Gly Cys Ala Cys Leu 

130 135 140 

Val Gly Cys Ser Trp Ala Gly Gly Ser Val Met Gly Met Val Val Thr 
1*5 150 155 160 

Ser Ala He Phe Gin Leu Thr Phe Cys Gly Ser His Glu He Gin His 

165 170 175 

Phe Leu Cys His Val Pro Pro Leu Leu Lys Leu Ala Cys Gly Asn Asn 

180 185 190 

Val Pro Ala Val Ala Leu Gly Val Gly Leu Val Cys He Met Ala Leu 

1^5 200 205 

Leu Gly Cys Phe Leu Leu He Leu Leu Ser Tyr Ala Phe He Val Ala 

210 215 220 

Asp He Leu Lys He Pro Ser Ala Glu Gly Arg Asn Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Ala Ser His Leu He Val Val He Val His Tyr Gly Phe Ala 

245 250 " 255 

Ser Val He Tyr Leu Lys Pro Lys Gly Pro His Ser Gin Glu Gly Asp 

260 265 270 

Thr Leu Met Ala Thr Thr Tyr Ala Val Leu Thr Pro Phe Leu Ser Pro 

275 280 285 

He He Phe Ser Leu Arg Asn Lys Glu Leu Lys Val Ala Met Lys Arg 

290 295 300 

Thr Phe Leu Ser Thr Leu Tyr Ser Ser Gly 
305 310 

<210> 1805 
<211> 316 
<212> PRT 

<213> Unknown (H38g723 protein) 
<220> 

<223> Synthetic construct 
<400> 1805 

Met Pro Gly Gin Asn Tyr Arg Thr He Ser Glu Phe He Leu Ser Gly 

1 5 10 15 

Phe Ser Ala Phe Pro Gin Gin Leu Leu Pro Val Leu Phe Leu Leu Tyr 

20 25 30 

Leu Leu Met Phe Leu Phe Thr Leu Leu Gly Asn Leu Leu He Met Ala 
35 40 45 
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Tnr 


Val 
50 


Trp 


He 


Glu 


Arg 


Arg 
55 


Leu 


nio 


1 i IX 


i X \J 


Met 
60 


Tyr 




Phe 


Leu 


cys 


Ala 


Leu 


Ser 


Tin 

lie 


Car 




Tla 
lie 


Ton 


XT IlC 


1 I IX 


Val 


Ala 


He 


Thr 


Pro 


65 










70 










75 










80 


Arg 


Met 


Leu 


Ala 


Asp 


Leu 


Leu 


rllc 




nib 


Ary 


Car 
OCX 


Tip 


Thr 


Phe 


Val 








ft r 










90 










95 




Ala 


Cys 


Ala 


He 
100 








■til" 


Ser 
105 


Phe 




Phe 


Gly 


Phe 
110 


Thr 


His 


Ser 


Phe 


Leu 
115 


Leu 


Met 


vai 


wet 


vaiy 
120 


Tyr 


Asp 


His 


Tyr 


Val 
125 


Thr 


He 


fv<? 

v-y£> 


His 


Pro 
130 


Leu 


His 


Tyr 


Asn 


Wc L 

135 


Leu 


Met 


Ser 


Pro 


.rvx y 

140 


Gly 




Ala 


His 


Leu 


Val 


Ala Trp 


inr 


Trp 


Ala 


oiy 


Gly Ser 


Val 


nc l. 


m \z 

uiy 


•L i tf l_ 




Val 


14b 




















155 










160 


Thr 


Met 


Met 


Val 


Pne 


HIS 


Leu 


inr 


Phe 


Cys Gly 


Ser 


Asn 


Val 


Tip 
11C? 


His 










ICC 
lOD 










170 










1 75 

X / — J 




His 


Phe 


Leu 


Cys 
180 


HIS 


vai 


Leu 


Ser 


Leu 
185 


Leu 


Lys 


Leu 


nld 


190 




Ser 


Lys 


Thr 


Ser 
195 


Ser 


Val 


lie 


Met 


uiy 


Val 


Met 


Leu 


Val 


Cys 

zuj 


V Ct 1 


X 111 


Ala 


Leu 


lie 


Gly Cys 


Leu 


Phe 


Leu 


lie 


He 


Leu 


Ser 


fne 


Val 


nu Q 
rllc 


Tip 

lie 


veil 




210 










O 1 c 
2lD 




















Ala 


Ala 


He 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Glu Gly 


Arg 


HIS 


Lys 


inr 


rne 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Val 


Ser 


His 


Leu 


Tnr 


Val 


Val 
250 


Val 


ncC 


nib 


Tyr 


255 


t I It: 


Ala 


Ser 


Leu 


He 


Tyr 


Leu 


Lys 


Pro 


Lys 


Gly Leu 


His 


Ser 


Met 


Tyr 


Ser 








260 










265 










270 






Asp 


Ala 


Leu 


Met 


Ala 


Thr 


Thr 


Tyr 


Thr 


Val 


Phe 


Thr 


Pro 


Phe 


Leu 


Ser 




275 










280 










285 








Pro 


lie 
290 


He 


Phe 


Ser 


Leu 


Arg 
295 


Asn 


Lys 


Glu 


Leu 


Lys 
300 


Asn 


Ala 


He 


Asn 


Lys 


Asn 


Phe 


Cys 


Arg 


Arg 


Phe 


Cys 


Pro 


Leu 


Ser 


Ser 











305 310 315 



<210> 1806 
<211> 161 
<212> PRT 

<213> Unknown (H38g724 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (161) 

<223> Xaa = Any Amino Acid 



<400> 1806 

Gly Trp Lys Ser Ser Thr Phe Asn He Ser Cys Thr Lys Phe Phe Leu 

15 10 15 

Val Gly Phe Pro Gly Leu Arg Glu Trp Trp Pro Leu Leu Val Leu Pro 

20 25 30 

Leu Val Phe Leu Phe Val Thr He He Ser Ala Asn Ala Leu Val He 

35 40 45 

His Thr Val Val Ala Arg Gin Asn Leu His Gin Pro Thr Cys Met Leu 

50 55 60 

He Thr Val Leu Leu Ala Val Asn He Arg Ala Ala Thr Ala Val Met 
65 70 75 80 

Pro Lys Met Leu Glu Gly Phe Val Tyr Tyr Ala Asn Pro He Ser Leu 

85 90 95 

His Gly Arg Leu Ala Xaa Val Phe Phe He Tyr Phe Thr Leu Leu Leu 
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100 105 110 

Asp Tyr Asn Phe Leu Trp Pro Trp Pro Trp Thr Gly Tyr Phe Ala He 

115 120 125 

Cys His Pro Leu Cys Phe Ser Asp Leu Met Thr Ser Gin Leu Leu Gly 

130 " 135 140 

Leu Leu Ala He Leu Ala Phe Glu Gin Ser Pro Gly Ser Asp Pro Ala 
145 150 155 160 

Pro 



<210> 1807 
<211> 198 
<212> PRT 

<213> Unknown (H38g725 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(198) 

<223> Xaa = Any Amino Acid 



<400> 1807 



Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Cys 


Phe 


Gin 


Thr 


Glu 


Xaa 


Leu 


Pro 


Ser 


1 








5 










10 










15 




Trp 


Leu 


Gly 


Leu 


Leu 


Ala 


He 


Leu 


Ala 


Leu 


Thr 


Gin 


Ser 


Trp 


Gly Val 








20 










25 










30 






Thr 


Val 


Pro 
35 


Leu 


Val 


Val 


Leu 


Thr 
40 


Ala 


Lys 


Ala 


Asp 


Phe 
45 


Cys 


Arg 


Thr 


Ala 


Val 
50 


He 


Arg 


His 


Phe 


Thr 
55 


Cys 


Glu 


Cys 


He 


Ala 
60 


Leu 


Leu 


Ser 


He 


Ala 


Cys 


Gly 


Asp 


Leu 


Thr 


Phe 


Asn 


Asn 


Trp 


Leu 


Gly 


Leu 


Ala 


Met 


Cys 


65 










70 










75 










80 


Leu 


Val 


Thr 


Val 


He 
85 


Ser 


Asp 


Met 


Ala 


Leu 
90 


Leu 


Gly 


Thr 


Ser 


Tyr 
95 


Thr 


His 


He 


He 


Tyr 


Ala 


Ala 


Phe 


Arg 


He 


Ser 


Ser 


Trp Gly Ala 


Gin 


Ala 








100 










105 










110 






Lys 


Ala 


Leu 
115 


His 


Thr 


Cys 


Gly 


Ser 
120 


His 


Leu 


Leu 


Val 


He 
125 


Leu 


Ser 


He 


Tyr 


Val 
130 


Ser 


Gly 


Leu 


Ser 


Thr 
135 


Ser 


He 


Thr 


Phe 


Xaa 
140 


Val 


Ala 


Lys 


Thr 


Val 


Ser 


Gin 


Asn 


Val 


Gin 


Asn 


Leu 


Leu 


Ser 


Ala 


He 


Tyr 


Leu 


Leu 


Leu 


145 










150 










155 










160 


Pro 


Gly 


Ala 


Leu 


Asn 


Pro 


Val 


He 


Tyr 


Gly Val 


Arg 


Thr 


Arg 


Glu 


He 










165 










170 










175 




Gin 


Gin 


His 


Val 
180 


Glu 


Lys 


Met 


Leu 


Cys 
185 


Glu 


Lys 


Glu 


Thr 


Ala 
190 


Gin 


Lys 


Ala 


Gly 


Glu 


Lys 


Pro 


Lys 























195 

<210> 1808 
<211> 315 
<212> PRT 

<213> Unknown (H38g726 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(315) 

<223> Xaa = Any Amino Acid 
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<400> 1808 



Phe 


Ser 


Gin 


Asn 


Leu 


Leu 


He 


Ser 


1 








5 








Gly 


Met 


Pro Gly 


Leu 


Glu 


Ala 


Leu 








20 










Cys 


Leu 


Leu 


Tyr 


Met 


Ala 


Ala 


Leu 






35 










40 


Leu 


Val 


Val 


Ala 


Asp 


Lys 


Ala 


Leu 




50 










55 




Trp 


Leu 


Leu 


Ala 


Ala 


Ala 


Asp 


Phe 


65 










70 






Lys 


Ala 


Leu 


Ala 


Val 


Leu 


Trp 


Gly 










85 








Gly 


Cys 


Leu 


Ala 


Gin 


Leu 


Phe 


Val 








100 










He 


Ala 


Glu 


Ser 


Ser 


Val 


Leu 


Leu 






115 










120 


Leu 


Arg 


Tyr 


Gly 


Ala 


Leu 


Leu 


Ala 




130 










135 




Leu 


Thr 


Thr 


Met 


Thr 


Arg 


Asp 


Val 


145 










150 






Leu 


Phe 


Lys 


Lys 


Leu 


Pro 


Tyr 


Cys 










165 








Tyr 


Cys 


Glu 


His 


Met 


Gly 


Val 


Ala 








180 










Pro 


He 


He 


Arg 


Tyr 


Gly 


Leu 


Ala 






195 










200 


Asp 


Leu 


Gly Leu 


He 


Gly 


Ala 


Ser 




210 










215 




Cys 


Arg 


Leu 


Pro 


Ser 


His 


Val 


Ala 


225 










230 






Gly 


Thr 


Tyr 


Ala 


Ser 


He 


He 


Gly 










245 








Ser 


Phe 


Leu 


Ala 


His 


Cys 


Phe 


Gly 








260 










His 


He 


Leu 


Leu 


Ala 


Asn 


Leu 


Tyr 






275 










280 


Pro 


Val 


Val 


Tyr 


Gly Val 


Gin 


Thr 




290 










295 




Leu 


Ala 


Ser 


Thr 


Phe 


Leu 


Gly 


Arg 


305 










310 







Gly Ser 


Gly 


Ser 


pne 


vai 


T All 


Leu 


10 










Id 




His Ala 


Trp 


Leu 


Ser 


val 


Pro 


vai 


25 














Val Gly Asn 


Ala 


Leu 


Leu 


val 


v>iy 
















Trp Ala 


Pro 


Met 


Tyr 


Gin 


Leu 


Leu 






60 










Val Leu 


Ala 


Thr 


Ser 


Thr 


Val 


Pro 




75 










o u 


Leu Ser 


Ser 


Glu 


■»- 1 

He 


Ser 


Pne 


Gly 


90 










O R 




Ala His 


Ser 


Val 


Asn 


His 


Cys 


His 


105 








tin 






Ser Thr 


Ala 


Val 


Asp 


Cys 


Gin 


Pro 








125 








Gin Phe 


Val 


Val 


Gly 


Leu 


Val 


Ala 






140 










Cys Val 


Met 


Tyr 


Thr. 


Leu 


Xaa 


Pne 




155 










160 


Gly Gin Trp 


Ala 


Leu 


Pro 


His 


Thr 


170 










175 




Cys Leu 


Ala 


Cys 


Gly 


Asp 


Thr 


Cys 


185 








190 






Thr Thr 


Leu 


Leu 


Ser 


Pro 


Ala 


Leu 








205 








Tyr Ala 


Leu 


He 


Phe 


Arg 


Ala 


Val 






220 










Cys His 


Lys 


Ala 


Leu 


Gly 


Asn 


Cys 




235 










240 


Leu Phe 


Tyr 


Thr 


Pro 


Ala 


Leu 


Phe 


250 










255 




Cys His 


Thr 


Val 


Pro 


Asn 


His 


He 


265 








270 






Ala Val 


Val 


Phe 


Pro 


Ala 


Phe 


Asn 








285 








Gin Gin 


Ser 


Ser 


Glu 


Ala 


Gin 


Glu 



300 



Ser Ser Glu 
315 



<210> 1809 
<211> 313 
<212> PRT 

<213> Unknown (H38g727 protein) 
<220> 

<223> Synthetic construct 



<400> 1809 



Met 


Asn 


Trp 


Glu 


Asn 


Glu 


Ser 


Ser 


Pro Lys Glu 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 








10 








15 




Phe 


Ser Asp 


Arg 


Ala 


Trp 


Leu 


Gin 


Met Pro Leu 


Phe 


Val 


Val 


Leu 


Leu 








20 










25 






30 






He 


Ser 


Tyr 


Thr 


He 


Thr 


He 


Phe 


Gly Asn Val 


Ser 


He 


Met 


Met 


Val 






35 










40 






45 








Cys 


He 


Leu 


Asp 


Pro 


Lys 


Leu 


His 


Thr Pro Met 


Tyr 


Phe 


Phe 


Leu 


Thr 




50 










55 






60 










Asn 


Leu 


Ser 


He 


Leu 


Asp 


Leu 


Cys 


Tyr Thr Thr 


Thr 


Thr 


Val 


Pro 


His 
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65 










70 






75 








80 


Met 


Leu 


Val 


Asn 


He Gly Cys 


Asn 


Lys Lys Thr 


He 


Ser 


Tyr 


Ala Gly 










85 








90 








95 


Cys 


Val 


Ala 


His 


Leu 


He 


He 


Phe 


Leu Ala Leu 


Gly 


Ala 


Thr 


Glu Cys 








100 










105 






110 




Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Phe Asp Arg Tyr Val 


Ala 


Val 


Cys Arg 






115 










120 






125 






Pro 


Leu 


His 


Tyr 


Val 


Val 


He 


Met Asn Tyr Trp Phe Cys 


Leu 


Arg Met 




130 










135 






140 








Ala 


Ala 


Phe 


Ser 


Trp 


Leu 


He 


Gly 


Phe Gly Asn 


Ser 


Val 


Leu 


Gin Ser 


145 










150 






155 








160 


Ser 


Leu 


Thr 


Leu 


Asn 


Met 


Pro 


Arg 


Cys Gly His 


Gin 


Glu 


Val 


Asp His 










165 








170 








175 


Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


Leu Lys Leu 


Ser 


Cys 


Ala 


Asp Thr 








180 










185 






190 




Lys 


Pro 


He 


Glu 


Ala 


Glu 


Leu 


Phe 


Phe Phe Ser 


Val 


Leu 


He 


Leu Leu 






195 










200 






205 






He 


Pro 


Val 


Thr 


Leu 


He 


Leu 


He 


Ser Tyr Gly 


Phe 


He 


Ala 


Gin Ala 




210 










215 






220 








Val 


Leu 


Lys 


He Arg Ser Ala 


Glu Gly Arg Gin Lys 


Ala 


Phe Gly Thr 


225 










230 






235 








240 


Cys 


Gly Ser 


His 


Met 


He 


Val 


Val 


Ser Leu Phe 


Tyr 


Gly Thr Ala He 










245 








250 








255 


Tyr Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Ser Thr Ser 


Lys 


Asp 


Trp Gly Lys 








260 










265 






270 




Met 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


He 


He Thr Ser 


Met 


Leu 


Asn 


Ser Leu 






275 










280 






285 






He 


Tyr 


Ser 


Leu 


Arg Asn 


Lys 


Asp 


Met Lys Glu 


Ala 


Phe 


Lys 


Arg Leu 




290 










295 






300 








Met 


Pro Arg 


He 


Phe 


Phe 


Cys 


Lys 


Lys 










305 










310 

















<210> 1810 
<211> 323 
<212> PRT 

<213> Unknown (H38g728 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (323) 

<223> Xaa = Any Amino Acid 



<400> 1810 



Gly 


Thr 


Leu 


Asn 


Leu 


Ser 


Ser 


Phe 


Asn Pro Gly Leu 


Phe 


He 


Leu 


Leu 


1 








5 








10 






15 




Gly 


He 


Pro 


Gly 


Leu 


Glu 


Trp 


Phe 


Cys He Trp Met 


Gly 


He 


Leu 


Ser 








20 










25 




30 






Phe 


Thr 


Ser 


Tyr 


Leu 


Val 


Ser 


Leu 


Ala Gly Asn Val 


He 


Leu 


Leu 


Tyr 






35 










40 




45 








Leu 


He 


Thr 


Val 


Glu 


His 


Asn 


Leu 


His Lys Pro Met 


Phe 


Ser 


Phe 


Leu 




50 










55 




60 










Ser 


He 


Pro 


Ala 


Ser 


Ala 


Asn 


Leu 


He Leu Cys He 


Thr 


Tyr 


Phe 


Pro 


65 










70 






75 








80 


Lys 


Thr 


Phe 


Gly 


He 


Phe 


Xaa 


Leu 


Lys Ala Gin Lys 


He 


He 


Phe 


Pro 










85 








90 






95 




Gly 


Cys 


Phe 


Thr 


Arg 


Phe 


Phe 


Phe 


Phe Gly Leu Leu 


His 


Phe 


Ser 


Phe 








100 










105 




110 






Phe 


Leu 


Asp 


Leu 


Ala 


He 


Leu 


Leu 


Gly Leu Ala Phe 


Asp 


His 


Tyr 


Met 



115 120 125 
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Thr 


lie 


Gly 


Phe 


Leu 


Leu 


Arg 


Tyr 


Thr 


Ser Gly Leu 


Thr 


Pro 


Arg 


Thr 




130 










135 








140 










Leu 


Gly 


Lys 


He 


Val 


Val 


Ser 


He 


Asp Xaa Arg 


Phe 


Asn 


Asn 


He 


Leu 


145 










150 








155 










160 


Pro 


He 


Asp 


Phe 


Leu 


Gly 


Lys 


His 


Leu 


Pro Phe 


Cys 


Arg 


Thr 


His 


He 










165 










170 








175 




Asn 


Ser 


Asn 


Thr 


Tyr 


Cys 


Glu 


His 


He 


Gly Val 


Ala 


Leu 


Leu 


Ser 


Tyr 








180 










185 








190 






Ala 


Asp 


He 


Ser 


He 


Asn 


He 


Trp 


Tyr Asp Phe 


Thr 


He 


Leu 


Val 


Met 






195 










200 








205 








Thr 


He 


He 


Ser Asp 


Leu 


He 


Leu 


Thr 


Asp He 


Ser 


Tyr 


Thr 


Leu 


Thr 




210 










215 








220 










Leu 


His 


Ala 


Val 


Phe 


His 


Leu 


Pro 


Ser 


Ser Asp Ala 


Leu 


Leu 


Lys 


Ala 


225 










230 








235 










240 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Val 


Ser 


Val He 


Leu 


Met 


Leu 


Tyr 


Thr 










245 










250 








255 




Pro 


Thr 


Met 


Leu 


Ser 


Ala 


Leu 


Thr 


His 


His Phe 


Gly Gin 


Ser 


He 


Ser 








260 










265 








270 






Cys 


Thr 


Phe 


Tyr 


He 


Met 


Phe 


Val 


Gly 


Leu Tyr 


Arg 


Ala 


He 


Pro 


Pro 






275 










280 








285 








Val 


Leu 


Asn 


Ser 


He 


He 


Tyr 


Gly Val 


Lys Thr 


Lys 


Gin 


He Gly Asn 




290 










295 








300 










Lys 


Val 


He 


Leu 


Leu 


Phe 


Phe 


Leu 


Lys 


Gly Met 


Gin 


Xaa 


Tyr 


Glu 


Asp 


305 










310 








315 










320 


Glu 


Asn 


Met 



























<210> 1811 
<211> 337 
<212> PRT 

<213> Unknown (H3 8g729 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT. 

<222> (1) . . . (337) 

<223> Xaa = Any Amino Acid 



<400> 1811 



Met 


Lys 


Lys 


Asn 


Ala 


Ser 


Phe 


Glu 


Asp 


Phe 


Phe 


He 


Leu 


Leu 


Gly 


Phe 


1 








5 










10 










15 




Ser 


Asn 


Trp 


Pro 
20 


His 


Leu 


Glu 


Val 


Val 
25 


Leu 


Phe 


Val 


Val 


He 
30 


Leu 


He 


Phe 


Tyr 


Leu 


He 


Thr 


Leu 


He 


Gly Asn 


Leu 


Phe 


He 


He 


He 


Leu 


Ser 






35 










40 










45 








Tyr 


Leu 
50 


Asp 


Ser 


His 


Leu 


His 
55 


Thr 


Pro 


Met 


Tyr 


Phe 
60 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Ser 


Ser 


He 


Pro 


Gin 


Leu 


65 










70 










75 










80 


Leu 


Val 


Asn 


Leu 


Trp 


Gly 


Pro 


Glu 


Lys 


Thr 


He 


Ser 


Tyr Ala Gly 


Cys 










85 










90 










95 




Thr 


Val 


Gin 


Leu 


Tyr 


Phe 


Val 


Leu 


Ala 


Leu Gly Thr Ala Glu 


Cys 


Val 








100 










105 










110 






Leu 


Leu 


Val 
115 


Val 


Met 


Ser 


Tyr 


Asp 
120 


Arg 


Tyr 


Ala 


Ala 


Val 
125 


Cys 


Arg 


Pro 


Leu 


His 
130 


Tyr 


Thr 


Val 


Leu 


Met 
135 


His 


Pro 


Arg 


Phe 


Cys 
140 


Arg 


Leu 


Leu 


Ala 


Ala 


Ala 


Ser 


Trp 


Val 


Ser 


Gly 


Phe 


Thr 


Thr 


Ser 


Ala 


Leu 


His 


Ser 


Ser 


145 










150 










155 










160 


Phe 


Thr 


Phe 


Trp 


He 


Pro 


Leu 


Cys 


Arg 


His 


Arg 


Leu 


Val 


Asp 


His 


Phe 
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165 



Phe 


Cys 


Glu 


Ala 


Pro 


Ala 


Leu 


Leu 


Arg 








180 










185 


Ala 


Asn 


Glu 


Leu 


Thr 


Leu 


Met 


Val 


Met 






195 










200 




Pro 


Leu 


He 


Leu 


He 


Leu 


Thr 


Ser 


Tyr 




210 










215 






Leu 


Ser 


Met 


Gin 


Ser 


Thr 


Thr 


Gly Leu 


225 










230 








Gly Ala 


His 


Leu 


Met 


Val 


Val 


Ser 


Leu 










245 










Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Glu 


Asn 








260 










265 


He 


Ala 


Leu 


Phe 


Tyr 


Thr 


Val 


Val 


Thr 






275 










280 




Tyr 


Thr 


Phe 


Arg 


Asn 


Lys 


Asp 


Val 


Arg 




290 










295 






Gly Trp 


Glu 


Trp 


Gly 


Met 


Xaa 


Gin Gly 


305 










310 








Phe 


Leu 


Gly 


Ser 


Phe 


His 


Phe 


Glu 


Arg 



325 

He 



<210> 1812 
<211> 319 
<212> PRT 

<213> Unknown (H38g730 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...<319) 

<223> Xaa = Any Amino Acid 

<400> 1812 



Met 


Ala 


Met 


Tyr 


Asn 


Met 


Ser 


Asp 


His 


1 








5 










Leu 


Gly 


He 


Pro 


Gly 


Leu 


Glu 


Gin 


Tyr 








20 










25 


Phe 


Cys 


Leu 


He 


Tyr 


Leu 


Met 


Ala 


Val 






35 










40 




Tyr 


Leu 


He 


Val 


Val 


Glu 


His 


Ser 


Leu 




50 










55 






Leu 


Ser 


Met 


Leu 


Ala 


He 


Thr 


Asp 


Leu 


65 










70 








Pro 


Lys 


Thr 


Leu 


Ser 


He 


Phe 


Trp 


Phe 










85 










Gly 


Cys 


Leu 


Thr 


Gin 


Leu 


Phe 


Phe 


Leu 








100 










105 


Ser 


Ala 


He 


Leu 


Leu 


Ala 


Met 


Ala 


Phe 






115 










120 




Ser 


Pro 


Leu 


Arg 


Tyr 


Thr 


Thr 


He 


Leu 




130 










135 






He 


Ala 


Val 


Gly 


He 


Cys 


Phe 


Arg 


Ser 


145 










150 








Val 


Phe 


Leu 


Val 


Asn 


Arg 


Leu 


Pro 


Phe 










165 










His 


Thr 


Tyr 


Cys 


Glu 


His 


He 


Gly Val 
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170 










175 




Leu 


Ser 


Cys 


val 


Asp 
190 


Tnr 


Xaa 


Ser 


Ser 


lie 


Pne 
205 


val 


Leu 


He 


Gly Ala 


lie 


Ala 


Arg 


Ala 


Val 






220 










Gin 


Lys 
235 


Val 


Leu 


Arg 


Thr 


Cys 
240 


Phe 


Phe 


He 


Pro 


Val 


Met 


Cys 


250 










255 




Ser 


Gin 


Asp 


Gin 


Gly 

i —i r\ 
270 


Lys 


Phe 


Pro 


Ser 


Leu 


Asn 
285 


Pro 


Leu 


He 


Gly Ala 


Val 


Lys 


Arg 


Leu 


Met 






300 










Asn 


His 
315 


Val 


Xaa 


Leu 


Leu 


Phe 
320 


Leu 


Phe 


Pro 


Cys 


Phe 


Phe 


Val 


330 










335 





Gly 


Thr 


Gly Leu 


Phe 


He 


Leu 


10 










15 




His 


Val 


Trp 


He 


Ser 
30 


He 


Pro 


Val 


Ala 


Lys 


Ser 
45 


He 


Leu 


Leu 


His 


Ala 


Pro 
60 


Met 


Phe 


Phe 


Phe 


He 


Leu 
75 


Ser 


Thr 


Thr 


Cys 


Val 
80 


Gly 


Pro 


Gin 


He 


Ser 


Phe 


Pro 


90 










95 




His 


Tyr 


Ser 


Phe 


Val 
110 


Leu 


Asp 


Asp 


Arg 


Tyr 


Met 
125 


Ala 


He 


Cys 


Thr 


Pro 


Lys 
140 


Thr 


He 


Val 


Lys 


Phe 


Cys 
155 


Val 


Phe 


Val 


Pro 


Cys 
160 


Cys 


Arg 


Thr 


His 


He 


He 


Ser 


170 










175 




Ala 


Gin 


Leu 


Ala 


Cys 
190 


Ala 


Asp 
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He Ser He Asn He Trp Cys Gly Phe Cys Val Pro He Met Thr Val 

195 200 205 

Met Thr Asp Val He Leu He Ala Val Ser Tyr Thr Leu Met Leu Cys 

210 215 220 

Gly Val Phe Cys Leu Pro Ser Gin Asp Ala Arg Gin Lys Ala Leu Cys 
225 230 235 240 

Ser Cys Gly Ser His Val Cys Val He Leu He Phe Tyr Thr Pro Ala 

245 250 255 

Phe Phe Ser He Leu Ala His Arg Phe Gly His Asn Val Pro His Thr 

260 265 270 

Phe His He Met Phe Ala Asn Leu Tyr Val He He Pro Pro Ala Leu 

275 280 285 

Asn Pro He Val Tyr Arg He Lys Thr Lys Gin He Gin Asn Arg He 

290 295 300 

Leu Leu Leu Phe Pro Lys Gly Ser Gin Xaa Xaa Val Pro Glu Leu 
305 310 315 

<210> 1813 
<211> 311 
<212> PRT 

<213> Unknown (H3 8g731 protein) 
<220> 

<223> Synthetic construct 
<400> 1813 

Met Asn Asp Asp Gly Lys Val Asn Ala Ser Ser Glu Gly Tyr Phe He 

15 10 15 

Leu Val Gly Phe Ser Asn Trp Pro His Leu Glu Val Val He Phe Val 

20 25 30 

Val Val Leu He Phe Tyr Leu Met Thr Leu He Gly Asn Leu Phe He 

35 40 45 

He He Leu Ser Tyr Leu Asp Ser His Leu His Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Ser Asn Leu Ser Phe Leu Asp Leu Cys Tyr Thr Thr Ser Ser 
65 70 75 80 

He Pro Gin Leu Leu Val Asn Leu Trp Gly Pro Glu Lys Thr He Ser 

85 90 95 

Tyr Ala Gly Cys Met He Gin Leu Tyr Phe Val Leu Ala Leu Gly Thr 

100 105 110 

Thr Glu Cys Val Leu Leu Val Val Met Ser Tyr Asp Arg Tyr Ala Ala 

115 120 125 

Val Cys Arg Pro Leu His Tyr Thr Val Leu Met His Pro Arg Phe Cys 

130 135 140 

His Leu Leu Ala Val Ala Ser Trp Val Ser Gly Phe Thr Asn Ser Ala 
145 150 155 160 

Leu His Ser Ser Phe Thr Phe Trp Val Pro Leu Cys Gly His Arg Gin 

165 170 175 

Val Asp His Phe Phe Cys Glu Val Pro Ala Leu Leu Arg Leu Ser Cys 

180 185 190 

Val Asp Thr His Val Asn Glu Leu Thr Leu Met He Thr Ser Ser He 

195 200 205 

Phe Val Leu He Pro Leu He Leu He Leu Thr Ser Tyr Gly Ala He 

210 215 220 

Val Arg Ala Val Leu Arg Met Gin Ser Thr Thr Gly Leu Gin Lys Val 
225 230 235 240 

Phe Gly Thr Cys Gly Ala His Leu Met Ala Val Ser Leu Phe Phe He 

245 250 255 

Pro Ala Met Cys He Tyr Leu Gin Pro Pro Ser Gly Asn Ser Gin Asp 

260 265 270 

Gin Gly Lys Phe He Ala Leu Phe Tyr Thr Val Val Thr Pro Ser Leu 
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275 280 285 

Asn Pro Leu He Tyr Thr Leu Arg Asn Lys Val Val Arg Gly Ala Val 

290 295 300 

Lys Arg Leu Met Gly Trp Glu 
305 310 

<210> 1814 
<211> 88 
<212> PRT 

<213> Unknown (H38g732 protein) 
<220> 

<223> Synthetic construct 
<400> 1814 



Phe 


He 


His 


Ala 


Leu 


Ser 


Val 


He 


Glu 


Ser 


He 


He 


Val 


Leu 


Ala 


Met 


1 








5 










10 










15 




Ala 


Phe 


Glu 


Arg 
20 


Tyr 


Val 


Ala 


He 


Cys 
25 


His 


Pro 


Leu 


Cys 


His 
30 


Ala 


Glu 


Val 


Leu 


Asn 


Ser 


Thr 


Val 


Thr 


Ala 


His 


He 


Gly 


He 


Val 


Ala 


Gly Val 






35 










40 










45 








Arg 


Gly 
50 


Ser 


Leu 


Phe 


Phe 


Ser 
55 


Pro 


Leu 


Ala 


Leu 


Leu 
60 


He 


Lys 


Thr 


Leu 


Gly 


Leu 


Cys 


His 


Ser 


Tyr 


Val 


Leu 


Ser 


His 


Ser 


Tyr 


Ser 


Leu 


His 


Gin 


65 










70 










75 










80 


Asp Val 


Ala 


Asn 


Leu 


Ser 


Tyr 


Ala 



















85 



<210> 1815 
<211> 159 
<212> PRT 

<213> Unknown (H38g733 protein) 
<220> 

<223> Synthetic construct 
<400> 1815 



Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Leu 


Thr 


Val 


Met 


Asn 


Pro 


Gin 


1 








5 










10 










15 




Leu 


Cys 


Leu 


Trp 


Leu 


Val 


Leu 


Ala 


Cys 


Trp 


Cys 


Gly Gly 


Phe 


He 


His 








20 










25 










30 






Ser 


He 


Met 
35 


Gin 


Val 


He 


Leu 


Val 
40 


He 


Gin 


Leu 


Pro 


Phe 
45 


Cys 


Gly 


Pro 


Asn 


Glu 


Leu Asp Asn 


Phe 


Tyr 


Cys Asp Val 


Leu 


Gin 


He 


He 


Lys 


Leu 




50 










55 










60 










Ala 


Cys 


Met 


Asp 


Thr 


Tyr 


Val 


Val 


Glu 


Val 


Leu 


Val 


He 


Ala 


Asn 


Ser 


65 










70 
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<211> 316 
<212> PRT 
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<213> Unknown (H38g734 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(316) 

<223> Xaa = Any Amino Acid 
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<210> 1817 
<211> 364 
<212> PRT 

<213> Unknown (H3 8g735 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
<222> (1) . . . (364) 
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<223> Xaa = Any Amino Acid 
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<210> 1818 
<211> 166 
<212> PRT 

<213> Unknown (H38g736 protein) 
<220> 

<2 23> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (166) 

<223> Xaa = Any Amino Acid 



1022 



BNSOOCID: <WO 0127158A2_I_> 



WO 01/27158 



PCT/US00/27582 



<400> 1818 
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<210> 1819 
<211> 312 
<212> PRT 

<213> Unknown (H38g737 protein) 
<220> 

<223> Synthetic construct 
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210 215 
Ala Val Leu Ser Met Gin Ser Thr 
225 230 
Thr Cys Gly Ala His Leu Met Val 
245 

Met Cys Met Tyr Leu Gin Pro Pro 
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Lys Phe lie Ala Leu Phe Tyr Thr 
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Leu lie Tyr Thr Leu Arg Asn Lys 
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Leu Leu Gly Trp Glu Trp Gly Lys 
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<210> 1820 
<211> 151 
<212> PRT 

<213> Unknown (H38g738 protein) 
<220> 

<223> Synthetic construct 
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<210> 1821 
<211> 341 
<212> PRT 

<213> Unknown (H38g739 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (341) 

<223> Xaa = Any Amino Acid 



<400> 1821 
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<210> 1822 
<211> 219 
<212> PRT 

<213> Unknown (H38g740 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (219) 

<223> Xaa = Any Amino Acid 
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Ser 


Tl p» 
lie 


Phe 


Val 










205 








Thr 


Ser 


Tyr 


r:l vr 

oxy 


Ala 




Ala 


Gin 








990 










Thr 


Gly 


Leu 


pin 
bin 


Lys 


v dx 


rile 


uiy 






^ j j 










240 


Val 


Ser 


Leu 


DVio 
rac 


rile 


Tl <a 

iie 




Al a 




250 










9 ^ 
z j -j 




Ser Gly 


Asn 




\jXT1 


Asp 


VjXI 1 


m v 

v?xy 


265 










970 






Val 


Val 


Thr 


Pro 


Ser 


Leu 


Asn 


Pro 










285 








Asp 


Val 


Arg 


Gly 


Val 


Val 


Lys 


Arg 








300 










Val 


Cys 


Val 


He 


Leu 


Thr 


He 


Xaa 






315 










320 


He 


His 


Leu 


Phe 


He 


Tyr 


Gin 


Pro 




330 










335 




Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 




10 










15 




He 


Ser 


Tyr 


Ala 


Gly 


Cys 


Leu 


Thr 


25 










30 






Gly Gly 


Met 


Glu 


Asp 


Ser 


He 


Leu 










45 








Phe 


Val 


Ala 


Lys 


Cys 


His 


Pro 


Leu 
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3U 










55 










60 








Tyr 


HIS 


oer 


Ala 


1 lc 




noil 


Pro 




Leu 


Cys 


Gly Phe 


Leu 


Leu 


Leu 


65 










70 










75 








80 


Leu 




Tip 
lie 


rile 


riic 


OCi 


Leu 


Ser 


Leu 


Leu Asp 


Ala Gin 


Leu 


Tyr 


Asn 










85 










90 








95 




Leu 


jl ie 


nla 


Leu 
100 


Gin 


Met 


1 XIX 




Phe 
105 


Lys 


Asp 


Val Glu 


He 
110 


Pro 


Asn 


Ffie 


rne 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu Ala Cys 


Cvs 


Asp 


Thr 






115 










120 








125 










Asn 


Asn 


Asn 


He 


He 


Leu 
135 


Tyr 


Phe 


Pro 


Asp 


Ala He 
140 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly Thr 


Leu 


Phe 


Ser 


Tyr 


Asp 


Lys He 


Val 


Ser 


Ser 


145 










150 










155 








160 


lie 


Leu 


Arg Val 


Ser 


Ser 


Ser Gly Gly Arg Tyr 


Lys Ala 


Leu 


Ser 


Thr 










165 










170 








175 




Cys 


Gly 


Ser 


His 


Val 


Ser 


Val 


Val 


Cys 


Xaa 


Val 


Tyr Gly 


Thr 


Gly Val 




180 










185 








190 






Gly 


Gly 


Tyr 


Leu 


Ser 


Ser Asp 


Val 


Ser 


Phe 


Ser 


Pro Arg 


Lys 


Gly Ala 






195 










200 








205 








Val 


Ala 
210 


Ser 


Val 


Met 


Tyr 


Ala 
215 


Val 


Val 


Thr 


Pro 











<210> 1823 
<211> 324 
<212> PRT 

<213> Unknown (H38g741 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 



<400> 1823 



Met 


He 


He 


He 


Cys 


Asn 


Asp 


Ser 


His 


Ser 


Asp 


Phe 


He 


Leu 


Leu Gly 


1 








5 










10 










15 




Phe 


Ser 


Asn 


Lys 
20 


Pro 


His 


Leu 


Glu 


Lys 
25 


He 


Leu 


Phe 


Val 


He 
30 


He 


Phe 


He 


Phe 


Tyr 


Phe 


Leu 


Thr 


Leu 


Ala 


Gly Asn Met 


Val 


He 


Val 


Leu 


Val 






35 










40 










45 








Ser 


Leu 
50 


Lys 


Asp 


Pro 


Lys 


Leu 
55 


His 


He 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Leu 


Cys 


Leu 


Thr 


Ser 


Ser 


Cys 


Val 


Pro 


Gin 


65 










70 










75 










80 


Met 


Leu 


He 


Asn 


Phe 
85 


Trp 


Gly 


Pro 


Glu 


Lys 
90 


Thr 


He 


Ser 


Tyr 


He 
95 


Gly 


Cys 


Ala 


He 


Gin 


Leu 


Tyr 


Val 


Phe Leu Trp Leu Gly Ala 


Thr 


Glu 


Tyr 








100 










105 










110 






Val 


Leu 


Leu 
115 


Val 


Val 


Met 


Ala 


Val 
120 


Asp 


Cys 


Tyr 


Val 


Ala 

125 


Val 


Cys 


His 


Pro 


Leu 
130 


Gin 


Asn 


Thr 


Met 


He 
135 


Met 


His 


Pro 


Lys 


Leu 
140 


Cys 


Leu 


Gin 


Leu 


Ala 


He 


Leu 


Ala 


Trp 


Gly 


Thr 


Gly Leu Ala Gin 


Ser 


Leu 


He 


Gin 


Ser 


145 










150 










155 










160 


Pro 


Ala 


Thr 


Leu 


Arg 


Leu 


Pro 


Phe Cys 


Ser 


Gin 


Arg 


Met 


Val 


Asp 


Asp 










165 










170 










175 




Val 


Val 


Cys 


Glu 
180 


Val 


Pro 


Ala 


Leu 


He 
185 


Gin 


Leu 


Ser 


Ser 


Thr 
190 


Asp 


Thr 


Thr 


Tyr 


Ser 
195 


Glu 


He 


Gin 


Met 


Ser 
200 


He 


Ala 


Ser 


Val 


Val 
205 


Leu 


Leu 


Val 
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Met Pro Leu He He He Leu Ser Ser Ser Gly Ala He Ala Lys Ala 

210 215 220 

Val Leu Arg He Lys Ser Thr Ala Gly Gin Lys Lys Ala Phe Gly Thr 
225 " 230 235 240 

Cys He Ser His Leu Leu Val Val Ser Leu Phe Tyr Gly Thr Val Thr 

245 250 255 

Gly Val Tyr Leu Gin Pro Lys Asn His Tyr Pro His Glu Trp Gly Lys 

260 265 270 

Phe Leu Thr Leu Phe Tyr Thr Val Val Thr Pro Thr Leu Asn Pro Leu 

275 280 285 

He Tyr Thr Leu Arg Asn Lys Glu Val Lys Gly Ala Leu He Arg Leu 

290 295 300 

Gly Arg Arg Thr Trp Asp Ser Gin Asn Asn Xaa Gin Gly Xaa His Met 
305 310 315 320 

Phe Thr Phe Ala 



<210> 1824 
<211> 218 
<212> PRT 

<213> Unknown (H3 8g742 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 



<400> 1824 



Leu 


Pro 


Asp 


He Gly 


Phe 


Thr 


Leu 


Ala 


Thr 


Val 


Pro 


Lys 


Met 


Met 


Val 
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Asp 


Met 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


His 


Ala 


Gly 


Cys 


Leu 


Thr 
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Gin 


He 


Pro 
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Phe 


Phe 


Val 


Leu 


Phe 
40 


Val 


Cys 


He 


Asp 


Asp 
45 


Met 


Leu 


Leu 


Thr 


Val 
50 


Met 


Ala 


Tyr 


Asn 


Xaa 
55 


Phe 


Val 


Ala 


He 


Cys 
60 


His 


Pro 


Leu 


His 


Tyr 


Pro 


Val 


He 


Met 


Asn 


Pro 


His 


Leu 


Cys 


Val 


Phe 


Leu 


Val 


Leu 


Val 


65 










70 










75 










80 


Ser 


Phe 


Phe 


Leu 


Ser 
85 


Leu 


Leu 


Asp 


Ser 


Gin 
90 


Leu 


His 


Ser 


Trp 


He 
95 


Val 


Leu 


Gin 


Gin 


Leu 
100 


Thr 


Phe 


Phe 


Lys 


Asn 
105 


Val 


Glu 


He 


Ser 


Xaa 
110 


Phe 


Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Leu 


Asn 


Leu 


Ala 


Cys 


Ser 


Asp 


Ser 


He 




115 










120 










125 








He 


Asn 
130 


Asn 


He 


Leu 


Cys 


He 
135 


Leu 


Asp 


He 


Pro 


He 
140 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly 


He 


Leu 


Leu 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Ser 


Ser 


He 


145 










150 










155 










160 


Pro 


Arg 


He 


Pro 


Ser 


Ser Asp 


Gly 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 










165 










170 










175 




Gly 


Ser 


His 


Leu 


Ala 


Val 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly Thr 


Gly Leu Val 






180 










185 










190 






Gly 


Tyr 


Leu 


Ser 


Ser 


Ala 


Val 


Leu 


Pro 


Ser 


Pro 


Arg 


Lys 


Ser 


Met 


Val 




195 










200 










205 








Ala 


Ser 
210 


Val 


Met 


Tyr 


Thr 


Val 
215 


Val 


Thr 


Pro 















<210> 1825 
<211> 124 
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<212> PRT 

<213> Unknown (H38g743 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(124) 

<223> Xaa = Any Amino Acid 

<400> 1825 



Phe 


Leu 


Leu 


Xaa 


Ala 


Asn 


Tyr 


Ser 


Ala 


Glu 


Glu 


Arg 


Phe 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Gly 


Phe 


Ser 


Asp 
20 


Trp 


Pro 


Ser 


Leu 


Gin 
25 


Pro 


Val 


Leu 


Phe 


Ala 
30 


Leu 


Val 


Leu 


Leu 


Cys 


Tyr 


Leu 


Leu 


Thr 


Leu 


Thr Gly Asn 


Ser 


Ala 


Leu 


Val 


Leu 






35 










40 










45 








Leu 


Ala 


Glu 


Lys 


Asp 


Pro 


Arg 


Leu 


Gin 


Thr 


Pro Arg Cys 


Met 


Asn 


Tyr 




50 










55 










60 










Phe 


Leu 


Cys 


His 


Leu 


Ala 


Leu 


Val 


Asp Ala Gly 


Phe 


Thr 


Thr 


Ser 


Val 


65 










70 










75 










80 


Val 


Pro 


Pro 


Leu 


Leu 
85 


Ala 


Asn 


Leu 


Arg 


Gly 
90 


Pro 


Ala 


Leu 


Leu 


Xaa 
95 


Pro 


Arg 


Ser 


His 


Cys 
100 


Thr 


Ala 


Gin 


Leu 


Cys 
105 


Ala 


Ser 


Leu 


Ala 


Leu 
110 


Gly 


Ser 


Ala 


Glu 


Cys 
115 


Val 


Leu 


Leu 


Ala 


Val 
120 


Met 


Ala 


Leu 


Glu 











<210> 1826 

<211> 216 

<212> PRT 

<213> Unknown (H3 8g744 protein) 
<220> 

<223> Synthetic construct 



<400> 1826 



lie 


Leu 


Glu 


He 


Ser 


Phe 


Thr 


Thr 


Val 


Ser 


He 


Pro 


Lys 


Phe 


Leu 


Gly 


1 
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10 










15 




Asn 


lie 


He 


Ser 


Gly 


Asp 


Lys 


Thr 


He 


Ser 


Phe Asn Asn Cys 


He 


Val 








20 










25 










30 






Gin 


Leu 


Phe 


Phe 


Phe 


He 


Leu 


Leu 


Gly Val 


Thr 


Glu 


Phe 


Tyr 


Leu 


Leu 
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40 










45 








Ala 


Ala 
50 


Met 


Ser 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Lys 


Pro 


Leu 


His 


Tyr 


Leu 


Ser 


He 


Met 


Asn 


Arg 


Arg 


Val 


Cys 


Thr 


Leu 


Leu 


Val 


Phe 


Thr 


65 










70 










75 










80 


Ser 


Trp 


Leu 


Val 


Ser 
85 


Phe 


Leu 


He 


He 


Phe 
90 


Pro 


Ala 


Leu 


Met 


Leu 
95 


Leu 


Leu 


Lys 


Leu 


Asp 
100 


Tyr 


Cys 


Arg 


Ser 


Asn 
105 


He 


He 


Asp 


His 


Phe 
110 


Thr 


Cys 


Asp 


Tyr 


Phe 
115 


Pro 


Leu 


Leu 


Gin 


Leu 
120 


Ala 


Cys 


Ser 


Asp 


Thr 
125 


Lys 


Phe 


Leu 


Glu 


Val 
130 


Met 


Gly 


Phe 


Ser 


Cys 
135 


Ala 


Ala 


Phe 


Thr 


Leu 
140 


Met 


Phe 


Thr 


Leu 


Ala 


Leu 


He 


Phe 


Leu 


Ser 


Tyr 


He 


Tyr 


He 


He 


Arg 


Thr 


He 


Leu 


Arg 


145 










150 










155 










160 


lie 


Pro 


Ser 


Thr 


Ser 
165 


Gin 


Arg 


Thr 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Ser 
175 


Ser 


His 


Met 


Val 


Val 
180 


He 


Ser 


He 


Ser 


Tyr 
185 


Gly 


Ser 


Cys 


He 


Phe 
190 


Met 


Tyr 
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He Lys Pro Ser Ala Lys Asp Arg Val Ser Leu Ser Lys Gly Val Ala 

195 200 205 

He Leu Asn Thr Ser Val Ala Pro 

210 215 

<210> 1827 
<211> 219 
<212> PRT 

<213> Unknown (H38g745 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (219) 

<223> Xaa = Any Amino Acid 



<400> 1827 



Phe 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 
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5 
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15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


Tyr Ala Gly Cys 


Leu 


Thr 
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25 










30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 


Gly Gly Met Glu Glu Asn Met 


Leu 






35 










40 










45 








Leu 


Ser 
50 


Val 


Met 


Ala 


Tyr 


Asp 
55 


Arg 


Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


Arg 


Ser 


Ala 


He 


Leu 


Asn 


Pro 


Cys 


Phe Cys Gly Phe 


Leu 


Asp 


Leu 


65 








70 










75 










80 


Leu 


Ser 


Phe 


Phe 


Phe 
85 


Ser 


Leu 


Ser 


Leu 


Leu 
90 


Asp 


Ser 


Gin 


Leu 


His 
95 


Asn 


Leu 


He 


Ala 


Leu 
100 


Gin 


Met 


Thr 


Cys 


Phe 
105 


Lys 


Asp 


Val 


Glu 


He 
110 


Pro 


Asn 


Phe 


Phe 


Cys 
115 


Asp 


Pro 


Ser 


Gin 


Leu 
120 


Pro 


His 


Leu 


Ala 


Cys 
125 


Cys 


Asp 


Thr 


Phe 


Thr 
130 


Asn 


Asn 


He 


He 


Met 
135 


Tyr 


Phe 


Pro 


Ala 


Ala 
140 


He 


Phe 


Gly 


Phe 


Leu 


Gin 


He 


Ser Gly Thr 


Leu 


Phe 


Ser 


Tyr Tyr 


Lys 


He 


Val 


Ser 


Ser 


145 










150 










155 










160 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly 


Gly Asn 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 








165 










170 










175 




Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Phe 


Tyr 


Gly 


Thr Gly Val 






180 










185 










190 






Gly 


Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Leu 


Arg 


Lys 


Ala 


Ala 
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200 










205 








Val 


Ala 


Ser 


Val 


Met 


Tyr 


Met 


Val 


Val 


Thr 


Pro 













210 215 



<210> 1828 
<211> 268 
<212> PRT 

<213> Unknown (H38g746 protein) 
<220> 

<223> Synthetic construct 
<400> 1828 

Met Met Ala Leu He Phe Thr Asp Ser His Leu Gin Ser Pro Met Tyr 

15 10 15 

Phe Phe Leu Asn Val Leu Ser Phe Leu Asp lie Cys Tyr Ser Ser Val 

20 25 30 

Val Thr Pro Lys Leu Leu Val Asn Phe Leu Val Ser Asp Lys Ser He 
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40 










45 








Ser Phe 


Glu 


Gly Cys 


val 


val 


Gin 


Leu 


Ala 


pne 


Phe 


Val 


Val 


His 


Val 


□ O 
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Thr Ala 


GlU 


Ser 


pne 


Leu 


Leu 


Ala 


Ser 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Leu 


DD 








/ u 




















80 


Ala lie 


cys 


bin 


Pro 


Leu 


HIS 


Tyr Gly 


Ser 


Tl „ 

lie 


Met 


Thr 


Arg 


Gly Thr 








Q C 
O D 




















Q C 




Cys Leu 


Gin 


Leu 


vai 


Ala 


Val 


Ser 


Tyr 


Ala 


Pne 


Gly Gly Ala 


Asn 


Ser 






i nn 

1UU 










1 Ub 










110 






Ala lie 


/-* -\ _ 
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Thr 


Cjly 


Asn 


val 


Phe 


Ala 


Leu 


Pro 


pne 


Cys 


Gly 


Pro 


Asn 




1 1 c 
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Gin Leu 


Thr 
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Tyr 


Tyr 


Cys 


Asp 


lie 


Pro 


Pro 


Leu 


Leu 


His 


Leu 


Ala 


1 J u 










135 










140 










Cys Ala 


Asn 


Thr 


Ala 


Thr 


Ala 


Arg 


Val 


Val 


Leu 


Tyr 


Val 


Phe 


Ser 


Ala 


14D 
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Leu Val 
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Leu 


Pro 


Ala 


Ala 


Val 


lie 


Leu 


Thr 


Ser 


Tyr 


Cys 


Leu 
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Val Leu 


Val 


Ala 


He 


Gly Arg Met 


Arg 


Ser 


Val 


Ala 


Gly Arg 


Glu 


Lys 
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Asp Leu 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Phe 


Leu 


Ala 


He 


Ala 


He 


Phe 


Tyr 
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Gly Thr 


Val 


Val 


Phe 


Thr 


Tyr 


Val 


Gin 


Pro 


His 


Gly 


Ser 


Thr 


Asn 


Asn 


210 










215 










220 










Thr Asn 


Gly 


Gin 


Val 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 


He 


He 


He 


Pro 


Met 


225 
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Leu Asn 
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Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly Ala 
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Lys 


Leu 


Gin 
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<212> PRT 




























<213> Unknown (H3 8g747 protein) 


















<220> 






























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1)... 
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<223> Xaa = 


Any 


Amino Acid 




















<400> 1829 
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Ser 
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Ala 
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Lys 
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100 










105 










110 






Phe Leu 


Leu 
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Met 


Ala 


Tyr 


Asp Arg 
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Val 
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He 


Cys 
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Val 


Thr 


Arg 


Asn 


Pro 


Cys 


Leu 


Cys 


Gly 


Leu 


Leu 



130 135 140 
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Val 
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Ser 
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<210> 1830 
<211> 309 
<212> PRT 

<213> Unknown (H38g748 protein) 
<220> 

<223> Synthetic construct 
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225 230 235 240 

Ser His Phe Thr Ala Val Ser Val Phe Tyr Gly Thr Val lie Phe He 

245 250 255 

Tyr Leu Gin Pro Ser Ser Ser His Ser Met Asp Thr Asp Lys Met Ala 

260 265 270 

Ser Val Phe Tyr Ala Met He He Pro Met Leu Asn Pro Val Val Tyr 

275 280 285 

Ser Leu Arg Asn Arg Glu Val Gin Asn Ala Phe Lys Lys Val Leu Arg 

290 295 300 

Arg Gin Lys Phe Leu 
305 

<210> 1831 
<211> 313 
<212> PRT 

<213> Unknown (H38g749 protein) 
<220> 

<223> Synthetic construct 
<400> 1831 

Met His Thr Met Val Glu Asn His Thr Gin Val Thr Trp Phe Arg Leu 

15 10 15 

Leu Gly Leu Thr Glu Gin Glu Glu Leu Arg Gly He Leu Phe Val Leu 

20 25 30 

Phe Leu Leu Met His Ser Val Thr Val Met Gly Asn Leu Gly Met He 

35 40 45 

Thr Leu He His Ala Asp Pro Gin Leu His Thr Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Val Leu Ser Phe He Asp Ser Ser Phe Ser Thr Val Asp Thr 
65 70 75 80 

Pro Arg Leu Leu Glu Ser Phe Leu He Ser Ser Gin Ser He Ser Phe 

85 90 95 

Ala Gly Cys Met Val Gin Met Ala Leu Met He Leu His Gly Thr Ala 

100 105 110 

Glu Cys Leu Leu Leu Ala He Met Ala Tyr Asp Arg Phe Thr Ala He 

115 120 125 

Cys His Pro Leu Leu Tyr His Thr He He Ser Gin Cys Leu Cys Ala 

130 135 140 

Leu Leu Val Val Thr Cys Tyr Thr Val Ser Val Ala Asn Ser Ala Leu 
145 150 155 160 

Leu Thr Gly Cys He Phe Lys Leu Pro Tyr Cys Gly Pro Asn Val He 

165 170 175 

Asn His Tyr Phe Cys Asp He Pro Pro Val Leu Gin Leu Ala Gly Ala 

180 185 190 

Asp Thr Tyr Glu Val Glu Thr He lie Phe Ser Leu Cys Ala Leu Leu 

195 200 205 

He Leu Phe Thr He Thr He He Pro Val Ser Tyr Ala Tyr He Leu 

210 215 220 

Val Thr He Cys Arg Met Arg Ser Leu Gin Ala Gin Ser Lys Ala Leu 
225 230 235 240 

Ser Thr Cys Ala Ser His Leu Thr He He Cys Leu Phe Tyr Ser Thr 

245 250 255 

He Thr Phe Met Tyr Ala Gin Pro Ser Ser His Asn Ser Met Glu His 

260 265 270 

Asn Lys Val Met Ser Val Phe Tyr Thr Val Val He Arg Arg Leu Asn 

275 280 285 

Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Tyr Ala Leu Lys 

290 295 300 

Arg Arg Cys Leu Cys Lys Leu Ser Ser 
305 310 
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<210> 1832 
<211> 314 
<212> PRT 

<213> Unknown (H38g750 protein) 
<220> 

<223> Synthetic construct 



<400> 1832 
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<210> 1833 
<211> 312 
<212> PRT 

<213> Unknown (H38g751 protein) 
<220> 

<223> Synthetic construct 
<400> 1833 
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<210> 1834 
<211> 332 
<212> PRT 

<213> Unknovm (H38g7 52 protein) 
<220> 

<223> Synthetic construct 



<400> 1834 
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Pro Thr Val He Ala Gly Leu Val He Gly Asp Lys Val He Ser Tyr 

100 105 no 

Asn Ala Cys Ala Ala Gin Met Phe Phe Phe Ala Ala Phe Ala Thr Val 

115 120 125 

Glu Asn Phe Leu Leu Ala Ser Met Ala Tyr Asp Arg Tyr Asp Ala Val 

130 135 140 

Cys Lys Pro Leu His Tyr Thr Thr Thr Met Thr Thr Ser Val Cys Ala 
14 5 150 155 160 

Cys Leu Ala He He Cys Tyr Val Cys Gly Phe Leu Asn Ala Ser He 

165 170 175 

His He Gly Glu Thr Phe Ser Leu Ser Phe Cys Met Ser Asn Glu Val 

180 185 190 

His Cys Phe Phe Cys Asp Val Pro Pro Val Met Ala Leu Ser Cys Cys 

195 200 205 

Asp Arg His Val Asn Glu Leu Val Leu He Tyr Val Ala Ser Phe Asn 

210 215 220 

He Phe Ser Ala He Leu Val He Leu He Ser Tyr Leu Phe He Phe 
225 230 235 240 

He Thr He Leu Lys Met His Ser Ala Ser Gly Tyr Gin Lys Ala Leu 

245 250 255 

Ser Thr Cys Ala Ser His Leu Thr Ala Val He He Phe Tyr Gly Thr 

260 265 270 

He He Phe Met Tyr Leu Gin Pro Ser Ser Gly His Ser Met Asp Thr 

275 280 285 

Asp Lys Leu Ala Ser Val Phe Tyr Thr Met He He Pro Met Leu Asn 

290 295 300 

Pro Leu Val Tyr Ser Leu Arg Asn Asn Glu Val Lys Ser Ala Phe Lys 
305 310 315 320 

Lys Val He Glu Lys Ala Lys Leu Ser Leu Leu Leu 
325 330 

<210> 1835 
<211> 318 
<212> PRT 

<213> Unknown (H38g753 protein) 
<220> 

<223> Synthetic construct 
<400> 1835 

Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro Asp Thr Phe Phe 

15 10 15 
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20 25 30 
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35 40 45 

He Leu Val He Ala Met Asp Asn Ala Leu His Ala Pro Met Tyr Leu 

50 55 60 

Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu Ala Leu Ser Ser Thr Thr 
65 70 75 80 

Val Pro Lys Met Leu Ala He Leu Trp Leu His Ala Gly Glu He Ser 

85 90 95 

Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His Ser He Tyr Ala 
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Leu Glu Ser Ser He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 

115 120 125 

He Cys Asn Pro Leu Arg Tyr Thr Thr He Leu Asn His Ala Val He 
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<210> 1836 
<211> 330 
<212> PRT 

<213> Unknown (H3 8g754 protein) 



<220> 

<223> Synthetic construct 
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<210> 1838 
<211> 315 
<212> PRT 

<213> Unknown (H38g756 protein) 
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<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (315) 
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<213> Unknown (H38g757 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <1)...(329) 

<223> Xaa = Any Amino Acid 
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<210> 1841 
<211> 328 
<212> PRT 

<213> Unknown (H38g759 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
<222> (1) . . . (328) 
<223> Xaa = Any Amino Acid 

<400> 1841 

Tyr Thr Asp Pro Gin Asn Leu 

1 5 
Glu Leu Ser Glu Asp Pro Ala 
20 

Leu Met Cys Leu Val Thr Val 
35 



Thr Asp Val 
10 

Leu Gin Leu 
25 

Leu Trp Asn 
40 



Phe He Phe 

Val Val Thr 

Leu Leu Ser 
45 



Leu Leu Leu 
15 

Gly Leu Cys 
30 

He Leu Ala 



1040 



BNSDOCID: <WO_0127158A2_I_> 



WO 01/27158 



PCT/USOO/27582 



Val Ser Pro Asp Ser His Leu His Thr Pro Met His Phe Phe Leu Cys 

50 55 60 

Asn Leu Ser Leu Pro Asp lie Gly Phe Thr Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met lie Val Asp lie Gin Ser His Ser Arg Val He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Met Ser Leu Ser Ala He Phe Gly Gly Met Glu Glu 

100 105 110 

Asn Met Leu Leu Ser Val Met Ala Tyr Asp Gin Phe Val Ala He Cys 

115 120 125 

His Pro Leu Tyr His Ser Ala He Met Asn Pro Cys Phe Cys Gly Phe 

130 135 140 
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Gin Asn Leu He Ala Leu Gin He Thr Cys Phe Lys Asp Val Glu He 

165 170 175 

Pro Asn Phe Phe Cys Asp Pro Ser Gin Leu Pro His Leu Ala Cys Cys 
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Asp Thr Phe Thr Asn Asn He He Met Tyr Phe Pro Ala Ala He Phe 
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Arg Ala Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn 
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Pro Leu He Tyr Ser Leu Arg Asn Arg Asp He Lys Gly Val Leu Trp 
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Gin Pro Cys Ser Arg Thr Ala Ala Gin Ser Pro Ser Gin Tyr Leu His 
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<210> 1842 
<211> 210 
<212> PRT 

<213> Unknown (H38g760 protein) 
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<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(210) 

<223> Xaa = Any Amino Acid 
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<210> 1843 
<211> 315 
<212> PRT 

<213> Unknown (H38g761 protein) 
<220> 

<223> Synthetic construct 
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Ala Ala Ala Leu Met Cys Gly Val Phe lie Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser He Arg Asn Lys Asp Met Lys Ala Ala Leu Gly Lys Leu 

290 295 300 

He Gly Lys Val Ala Val Pro Cys Pro Arg Pro 
305 310 315 

<210> 1844 
<211> 316 
<212> PRT 

<213> Unknown (H38g762 protein) 
<220> 

<223> Synthetic construct 
<400> 1844 

Met Ala Pro Thr Asn Leu Thr Ser Ala Pro Val Phe Leu Leu Leu Gly 

15 10 15 

Leu Val Asp Gly Thr Asp Ala His Pro Leu Leu Phe Leu Leu Cys Leu 

20 25 30 

Gly He Tyr Leu Leu Asn Ala Leu Ser Asn Leu Ser Met Val Ala Leu 

35 40 45 

Val Arg Ser Asp Gly Ala Leu Arg Ser Pro Met Tyr Tyr Phe Leu Gly 

50 55 60 

His Leu Ser Leu Val Asp Val Cys Phe Thr Thr Val Thr Val Pro Arg 
65 70 75 80 

Leu Leu Ala Gly Leu Leu His Pro Gly Gin Ala He Ser Phe Gin Ala 

85 90 95 

Cys Phe Ala Glu Met Tyr Phe Phe Val Ala Leu Gly He Thr Glu Ser 

100 105 HO 

Tyr Leu Leu Ala Ala Met Ser Tyr Asp Arg Ala Thr Ala Ala Cys Arg 

115 120 125 

Pro Leu Arg Tyr Gly Ala Leu Val Thr Pro Trp Ala Cys Ala Ser Leu 

130 135 140 

Val Arg Ala Ser Trp Ala Val Thr His Leu His Ser Leu Leu His Thr 
145 150 155 160 

Leu Leu Leu Ser Ala Leu Ser Tyr Pro Tyr Pro Thr Pro Val Arg Pro 

165 170 175 

Phe Phe Cys Asp Met Thr Val Met Leu Ser Leu Ala Thr Ser Asp Thr 

180 185 190 

Ser Ala Ala Glu Thr Ala He Phe Ser Glu Gly Leu Ala Val Val Leu 

195 200 205 

Ala Pro Leu Leu Leu Val Phe Leu Ser Tyr Ala Arg He Leu Val Ala 

210 215 220 

Val Leu Gly Leu Pro Arg Pro Arg Arg Ala Phe Ser Tyr Cys Gly Ala 
225 230 235 240 

His Leu Val Ala Val Ala Val Ala Leu Phe Phe Gly Ser Val Leu Ser 

245 250 255 

Val Tyr Phe Pro Pro Ser Ser Ala Tyr Ser Ala Arg Tyr Asp Arg Leu 

260 265 270 

Ala Ser Val Val Tyr Ala Val He Thr Pro Thr Leu Asn Pro Phe He 

275 280 285 

Asn Ser Leu Arg Asn Lys Glu Val Lys Gly Ala Leu Lys Arg Gly Leu 

290 295 300 

Arg Trp Arg Ala Ala Pro Gin Glu Ala Trp Arg Ala 
305 310 315 

<210> 1845 
<211> 312 
<212> PRT 

<213> Unknown (H38g763 protein) 
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<220> 

<223> Synthetic construct 
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<210> 1846 
<211> 318 
<212> PRT 

<213> Unknown (H38g764 protein) 
<220> 

<223> Synthetic construct 
<400> 1846 

Met Trp Gin Lys Asn Gin Thr 

1 5 
Leu Phe Asp Asp Ser Leu Thr 
20 

Val Val Phe Leu He Ala Val 
35 
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<210> 1847 
<211> 105 
<212> PRT 

<213> Unknown (H3 8g7 65 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> {!)... (105) 

<223> Xaa = Any Amino Acid 

<400> 1847 
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100 105 

<210> 1848 
<211> 104 
<212> PRT 

<213> Unknown (H38g766 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(104) 

<223> Xaa = Any Amino Acid 
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<210> 1849 
<211> 320 
<212> PRT 

<213> Unknown (H3 8g767 protein) 
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<223> Synthetic construct 
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<210> 1850 
<211> 312 
<212> PRT 

<213> Unknown (H38g768 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 



<400> 1850 



Met 


Gly 


Asp 


Asn 


Gin 


Ser 


Arg 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Val 


Gly 


Phe 


1 








5 










10 










15 




Gin 


Leu 


Ser 


Val 
20 


Glu 


Met 


Glu 


Val 


Leu 
25 


Leu 


Phe 


Trp 


He 


Phe 
30 


Ser 


Leu 


Leu 


Tyr 


Leu 


Phe 


Ser 


Leu 


Leu 


Ala 


Asn Gly Met 


He 


Leu 


Gly 


Leu 


He 




35 










40 










45 








Cys 


Leu 
50 


Asp 


Pro 


Arg 


Leu 


Arg 
55 


Thr 


Pro 


Met 


Tyr 


Phe 
60 


Phe 


Leu 


Ser 


His 


Leu 


Ala 


Val 


He 


Asp 


He 


Tyr 


Tyr 


Ala 


Ser 


Ser 


Asn 


Leu 


Leu 


Asn 


Met 


65 










70 










75 










80 


Leu 


Glu 


Asn 


Leu 


Val 


Lys 


His 


Lys 


Lys 


Asn Tyr 


Pro 


Phe 


He 


Ser 


Cys 










85 










90 










95 




He 


Met 


Gin 


Met 
100 


Ala 


Leu 


Tyr 


Leu 


Thr 
105 


Phe 


Ala 


Ala 


Ala 


Val 
110 


Cys 


Met 


He 


Leu 


Val 
115 


Val 


Met 


Ser 


Tyr 


Asp 
120 


Arg 


Phe 


Val 


Ala 


He 
125 


Cys 


His 


Pro 


Leu 


His 
130 


Tyr 


Thr 


Val 


He 


Met 
135 


Asn 


Trp 


Arg 


Val 


Cys 
140 


Thr 


Val 


Leu 


Ala 


He 


Thr 


Ser 


Trp 


Ala 


Cys 


Gly 


Phe 


Ser 


Leu 


Ala 


Leu 


He 


Asn 


Leu 


He 


145 










150 










155 










160 


Leu 


Leu 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly Pro Gin 


Glu 


Val 


Asn 


His 


Phe 










165 










170 










175 




Phe 


Gly 


Glu 


He 


Leu 


Ser 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Trp 






180 










185 










190 






He 


Asn 


Glu 


He 


Phe 


Val 


Phe 


Ala 


Gly Gly Val 


Phe 


Val 


Leu 


Val 


Gly 






195 










200 










205 








Pro 


Leu 
210 


Ser 


Leu 


Met 


Leu 


He 
215 


Ser 


Tyr 


Met 


Arg 


He 
220 


Leu 


Leu 


Ala 


He 


Leu 


Lys 


He 


Gin 


Ser 


Lys 


Glu 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 
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225 230 235 240 



Ser Ser 


His 


Leu Cys Val 


vai 




lieu 


Tyr 


Fne 


vj±y 




AJLa 


MGt 


vai 






245 








250 










255 




Val Tyr 


Leu 


Val Pro Asp 


Asn 


Ser 


Gin 


Arg 


Gin 


Lys 


Gin 


Gin 


Lys 


He 






1 c t\ 

260 






ZDD 










2 /U 






Leu Thr 


Leu 


Phe Tyr Ser 


Leu 


rile 


Asn 


Pro 


Leu 


Leu 


Asn 


Pro 


Leu 


J. j.e 




275 






280 










1 o c 

Zoo 








Tyr Ser 


Leu 


Arg Asn Ala 


Gin 


Val 


Lys 


Gly 


Ala 


Leu 


Tyr 


Arg 


Ala 


Leu 


290 






295 










300 










Gin Lys 


Lys 


Arg Thr Met 


Xaa 


Met 


















305 




310 






















<210> 1851 
























<211> 319 
























<212> PRT 
























<213> Unknown (H38g769 protein) 


















<220> 


























<223> Synthetic construct 




















<400> 1851 
























Met Glu 


Pro 




XXIX 


Gin 


He 


Ser 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 




5 








10 










15 




Phe Ser 


Gin 


uXu stl. <_> oxy 




Gin 


Pro 


Phe 


Leu 


Phe 


Gly 


Leu 


Phe 


Leu 






20 






25 










30 






Ser Met 


Tyr 


Leu Val Thr 


Val 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 




35 






40 










45 








Thr lie 


Ser 


Aso Ser His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


50 






55 










60 










Asn Leu 


Ser 


Phe Ala Asp 


He 


Cys 


Val 


Thr 


Ser 


Thr 


Thr 


He 


Pro 


Lys 


65 




70 










75 










80 


Met Leu 


Met 


Asn He Gin 


Thr 


Gin 


Asn 


Lys 


Val 


He 


Thr 


Tyr 


He 


Ala 






85 








90 










95 




Cys Leu 


Met 


Gin Met Tvr 


Phe 


Phe 


He 


Leu 


Phe 


Ala 


Gly 


Phe 


Glu 


Asn 






100 






105 










110 






Phe Leu 


Leu 


Ser Val Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 


His 




115 






120 










125 








Pro Leu 


His 


Tyr Met Val 


He 


Met 


Asn 


Pro 


His 


Leu 


Cys 


Gly 


Leu 


Leu 


130 






135 










140 










Val Leu 


Ala 


Ser Trp Thr 


Met 


Ser 


Ala 


Leu 


Tyr 


Ser 


Leu 


Leu 


Gin 


He 


145 




150 










155 










160 


Leu Met 


Val 


Val Arg Leu 


Ser 


Phe 


Cys 


Thr 


Ala 


Leu 


Glu 


lie 


Pro 


His 






165 








170 










175 




Phe Phe 


Cys 


Glu Leu Asn 


Gin 


Val 


He 


Gin 


Leu 


Ala 


Cys 


Ser 


Asp 


Ser 






180 






185 










190 






Phe Leu 


Asn 


His Met Val 


He 


Tyr 


Phe 


Thr 


Val 


Ala 


Leu 


Leu 


Gly 


Gly 




195 






200 










O f\ c 

20b 








Gly Pro 


Leu 


Thr Gly He 


Leu 


Tyr 


Ser 


Tyr 


Ser 


Lys 


lie 


lie 


Ser 


Ser 


210 






215 










220 










lie His 


Ala 


He Ser Ser 


Ala 


Gin 


Gly 


Lys 


Tyr 


Lys 


Ala 


Pne 


Ser 


xnr 


225 




230 










235 










24U 


Cys Ala 


Ser 


His Leu Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


/-IT,. 


Ala 


Ti- 
ne 


Leu 






245 








250 










255 




Gly Val 


Tyr 


Leu Ser Ser 


Ala 


Ala 


Thr 


Arg 


Asn 


Ser 


His 


Ser 


Ser 


Ala 






260 






265 










270 






Thr Ala 


Ser 


Val Met Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 




275 






280 










285 








lie Tyr 


Ser 


Leu Arg Asn 


Lys 


Asp 


He 


Lys 


Arg 


Ala 


Leu 


Gly 


He 


His 


290 






295 










300 










Leu Leu 


Trp 


Gly Thr Met 


Lys 


Gly 


Gin 


Phe 


Phe 


Lys 


Lys 


Cys 


Pro 




305 




310 










315 
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<210> 1852 
<211> 74 
<212> PRT 

<213> Unknown (H38g770 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (74) 

<223> Xaa = Any Amino Acid 

<400> 1852 

Gly Asp Thr Thr Glu Asn Gin Met Phe Ala Ala Arg Val Val He Leu 

15 10 15 

Leu Leu Pro Tyr Asp Val He Leu Ala Ser Xaa Gly Ala Val Ala Arg 

20 25 30 

Ala Val Cys Cys Met Arg Phe Ser Gly Gly Pro Arg Arg Ala Leu Gly 

35 40 45 

Thr Cys Gly Ser His Pro Thr Ala Val Trp Leu Phe Xaa Gly Ser Gly 

50 55 60 

Lys Xaa Thr Tyr Leu Gin Ala Ala Gin Leu 
65 70 

<210> 1853 
<211> 309 
<212> PRT 

<213> Unknown (H3 8g771 protein) 
<220> 

<223> Synthetic construct 



<400> 1853 



Met 


Lys 


Ser 


Trp Asn 


Asn 


Thr 


He 


He 


Leu 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




He 


Ser 


Glu 


Glu 


Pro 


Glu 


Leu 


Gin 


Ala 


Phe 


Leu 


Phe Gly Leu 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Leu 


Gly Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








Thr 


He 


Ser 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Val 


Gly 


He 


Cys 


Phe 


Val 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Val 


Asn 


He 


Gin 


Thr 


His 


Asn 


Lys 


Val 


He 


Thr 


Tyr 


Ala 


Gly 










85 










90 










95 




Cys 


He 


Thr 


Gin 


Met 


Cys 


Phe 


Phe 


Leu 


Leu 


Phe 


Val 


Gly 


Leu 


Asp 


Asn 








100 










105 










110 






Phe 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Phe 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Met 


Val 


He 


Met 


Asn 


Pro 


Gin 


Leu 


Cys 


Gly 


Leu 


Leu 




130 










135 










140 










Val 


Leu 


Ala 


Ser 


Trp 


He 


Met 


Ser 


Val 


Leu 


Asn 


Ser 


Met 


Leu 


Gin 


Ser 


145 










150 










155 










160 


Leu 


Met 


Val 


Leu 


Pro 


Leu 


Pro 


Phe 


Cys 


Thr 


His 


Met 


Glu 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Glu 


He 


Asn 


Gin 


Val 


Val 


His 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 








180 










185 










190 






Phe 


Leu 


Asn 


Asp 


He 


Val 


Met 


Tyr 


Phe 


Ala 


Val 


Ala 


Leu 


Leu 


Gly Gly 






195 










200 










205 








Gly 


Pro 


Leu 


Thr 


Gly 


He 


Leu 


Tyr 


Ser 


Tyr 


Ser 


Lys 


He 


Val 


Ser 


Ser 
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210 










215 










220 










lie Arg 


Ala 


lie 


Ser 


Ser 


Ala 


Gin Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys Ala 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe Tyr Gly Thr 


Cys 


Leu 








245 










250 










255 




Gly Val 


Tyr 


Leu 


Ser 


Ser 


Ala 


Ala 


Thr 


His 


Asn 


Ser 


His 


Thr 


Gly Ala 






260 










o c c 

265 










270 






Ala Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 




275 










280 










285 








lie Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


His 


He 


Lys 


Gly Ala 


Met 


Lys 


Thr 


Phe 


290 










295 










300 










Phe Arg 


Gly 


Lys 


Gin 
























305 






























<210> 1854 




























<211> 82 




























<212> PRT 




























<213> Unknown (H3 8g772 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1854 




























Met Val 


Thr 


Glu 


Phe 


Leu 


Pro 


Leu Gly 


Phe 


Leu 


Leu 


Gly 


Pro 


Arg 


He 


1 






5 










10 










15 




Gin Met 


Leu 


Leu 


Leu 


Gly Leu 


Phe 


Ser 


Leu 


Phe 


Tyr 


Val 


Phe 


Thr 


Pro 






20 










25 










30 






Leu Gly 


Asn Gly Thr 


He 


Pro 


Gly 


Leu 


He 


Ser 


Leu 


Asp 


Ser 


Arg 


Leu 




35 










40 










45 








His Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


His 


Leu 


Ala 


Val 


Val 


Asn 


He 


50 










55 










60 










Ala Tyr 


Ala 


Cys 


Asn 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


Val 


Asn 


Leu 


Leu 


His 


65 








70 










75 










80 


Pro Ala 































<210> 1855 
<211> 216 
<212> PRT 

<213> Unknown (H38g773 protein) 
<220> 

<223> Synthetic construct 



<400> 1855 



Leu 


Met 


Asp 


Leu 


Lys 


Leu 


He 


Cys 


Thr 


Thr 


Val Pro 


Lys 


Met 


Ala 


Phe 


1 








5 










10 








15 




Asn 


Tyr 


Leu 


Ser 


Gly 


Ser 


Lys 


Ser 


He 


Ser 


Met Ala 


Gly Cys 


Val 


Thr 








20 










25 








30 






Gin 


He 


Phe 
35 


Phe 


Tyr 


He 


Ser 


Leu 
40 


Ser 


Gly 


Ser Glu 


Cys 
45 


Phe 


Leu 


Leu 


Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


He 


Ala 


He Cys 
60 


His 


Pro 


Leu 


Arg 


Tyr 


Thr 


Asn 


Leu 


Met 


Asn 


Pro 


Lys 


He 


Cys 


Gly Leu 


Met 


Ala 


Thr 


Phe 


65 










70 










75 








80 


Ser 


Trp 


He 


Leu 


Gly 


Ser 


Thr 


Asp Gly 


He 


He Asp 


Ala 


Val 


Ala 


Thr 










85 










90 








95 




Phe 


Ser 


Phe 


Ser 
100 


Phe 


Cys 


Gly 


Ser 


Arg 
105 


Glu 


He Ala 


His 


Phe 
110 


Phe 


Cys 


Glu 


Phe 


Pro 
115 


Ser 


Leu 


Leu 


He 


Leu 
120 


Ser 


Cys 


Asn Asp 


Thr 
125 


Ser 


He 


Phe 
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J.U 


130 


vaji 


He 


Phe 


Tip r*v<5 

lie VJ d 

135 


Cys 


He 


Val 


Met 


Leu 
140 


Val 


Phe 


Pro 


Val 


Ala 


lie 


Tip 
lie 


He 


Ala 


Ser Tyr 


Ala 


Arg 


Val 


He 


Leu 


Ala 


Val 


He 


His 


145 










150 








155 










160 


Met 


Gly 


Ser 


Gly Glu 


Gly Arg 


Cys 


Lys 


Ala 


Phe 


Thr 


Thr 


Cys 


Ser 


Ser 








165 








170 










175 




His 


Leu 


Met 


Val 
180 


Val 


Gly Met 


Tyr 


Tyr 
185 


Gly 


Ala 


Ala 


Leu 


Phe 
190 


Met 


Tyr 


He 


Arg 


Pro 
195 


Thr 


Ser 


Asp His 


Ser 
200 


Pro 


Thr 


Gin 


Asp 


Lys 
205 


Met 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 


He 


Leu Thr 


Pro 



















210 215 



<210> 1856 
<211> 305 
<212> PRT 

<213> Unknown (H38g774 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...<305) 

<223> Xaa = Any Amino Acid 



<400> 1856 

Met Lys Pro Gly Asn Asp Thr Arg He Ser Glu Phe Leu Leu Leu Gly 

15 10 15 

Leu Ser Ala Glu Pro Glu Leu Gin Pro Phe Phe Phe Gly Leu Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu He He Leu Ala 

35 40 45 

Thr He Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ala Asp He Ser Phe Val Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met Leu Val Asn He Gin Thr Gin Ser Arg Val He Thr Tyr Ala Gly 

85 90 95 

Cys He Thr Gin Met Cys Phe Phe Leu Leu Phe Ala Val Leu Asp Ser 

100 105 HO 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His 

115 120 125 

Pro Leu Tyr Tyr Thr He He Met Asn Pro Gin Phe Tyr Ser Trp He 

130 135 140 

Leu Ser Val Leu Asn Ser Leu Leu Gin Ser Leu Met Val Leu Pro Leu 
145 150 155 160 

Pro Phe Tyr Thr Asp He Ala He Pro His Phe Phe Cys Glu Leu Asn 

165 170 175 

Gin He He Cys He Ala Cys Ser Asp Thr Phe Leu Asn Asp He Met 

180 185 190 

He Tyr Cys Ala Thr Val Leu Leu Gly Gly Gly Pro Leu Thr Gly He 

195 200 205 

Leu Tyr Ser Tyr Ser Lys He Val Ser Ser He Arg Ala He Ser Ser 

210 215 220 

Ala Gin Gly Lys Tyr Lys Ala Phe Ser Thr Cys Ala Ser His Leu Ser 
225 230 235 240 

Val Val Ser Leu Phe Tyr Gly Thr Ser Leu Gly Met Tyr Leu Ser Ser 

245 250 255 

Ala Ala Thr His Asn Ser Pro Ser Ser Ala Thr Ala Ser Val Met Tyr 

260 265 270 

Thr Val Val Thr Pro Met Leu Asn Pro Phe He Tyr Ser Leu Arg Asn 
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275 280 285 

Lys Asp Leu Lys Asp Ala Leu Lys Arg Phe Phe Arg Arg Lys Gin Xaa 
290 295 300 

Lys 
305 

<210> 1857 
<211> 120 
<212> PRT 

<213> Unknown (H3 8g775 protein) 
<220> 

<223> Synthetic construct 
<400> 1857 



Phe 


Ser 


Leu 


Ser 


His 


Leu 


Ala 


Val 


Val 


Asp 


He 


Ala 


Tyr 


Ala 


Cys 


Asn 


1 








5 










10 










15 




Thr 


Val 


Pro 


Arg 
20 


Met 


Leu 


Val 


Asn 


Leu 
25 


Leu 


His 


Pro 


Ala 


Lys 
30 


Pro 


He 


Ser 


Phe 


Ala 

35 


Gly 


Arg 


Met 


Met 


Gin 
40 


Thr 


Phe 


Leu 


Phe 


Ser 
45 


Thr 


Phe 


Ala 


Val 


Thr 
50 


Glu 


Cys 


Phe 


Leu 


Leu 
55 


Val 


Val 


Lys 


Ser 


Asn 
60 


Asp 


Leu 


Tyr 


Val 


Ala 


lie 


Cys 


His 


Pro 


Ser 


Arg 


Tyr 


Leu 


Ala 


He 


Met 


Thr 


Trp 


Arg 


Val 


65 










70 










75 










80 


Cys 


He 


Thr 


Leu 


Ala 


Val 


Thr 


Ser 


Trp 


Thr 


Thr 


Gly Val 


Leu 


Leu 


Ser 










85 










90 










95 




Leu 


He 


His 


Leu 
100 


Val 


Leu 


Leu 


Leu 


Pro 
105 


Leu 


Pro 


Phe 


Cys 


Arg 
110 


Pro 


Gin 


Lys 


He 


Tyr 
115 


His 


Phe 


Phe 


Cys 


Glu 
120 



















<210> 1858 
<211> 214 
<212> PRT 

<213> Unknown (H38g776 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (214) 

<223> Xaa = Any Amino Acid 



<400> 1858 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 








5 










10 










15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


Tyr Ala Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 


Gly 


Gly Met 


Glu 


Glu 


Asn 


Met 


Leu 






35 










40 










45 








Pro 


Ser 
50 


Val 


Met 


Ala 


Tyr 


Asp 
55 


Arg 


Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Leu 


65 










70 










75 










80 


Leu 


Ser 


Phe 


Phe 


Leu 
85 


Ser 


Phe 


Ser 


Gin 


Leu 
90 


His 


Asn 


Leu 


He 


Ala 
95 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


Asn 


Val 


Gly 


He 


Pro 


Asn 


Phe 


Leu 


Cys Asp 








100 










105 










110 






Pro 


Ser 


Gin 
115 


Leu 


Pro 


His 


Leu 


Thr 
120 


Cys 


Cys 


Asp 


Thr 


Phe 
125 


Thr 


Asn 


His 
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He 


He 
130 


Met: 




Phe 


Pro 


Ala 
135 


Ala 


He 


Phe 


Gly 


Phe 
140 


Leu 


i -L 


Tip 

lie 


OfcrX 


Gly Thr 


ilCU 




Cor 




His 


Val 


He 


Val 


Ser 


Ser 


Tip 
IXC 


Leu 


Arg 


Val 


145 










150 










155 










i fin 

1UU 


Ser 


Ser 


Ser 


Gly 


Gly 
165 


Lys 


Tyr 


Lys 


Ala 


Phe 
170 


Ser 


Thr 


Tyr 


Gly 


Ser 
175 


His 


Leu 


Ser 


Asp 


Val 


Ser 


Xaa 


Phe 


Tyr 


Gly Thr 


Gly Val 


Gly 


Gly 


Tyr 


Leu 








180 










185 










190 






Ser 


Ser 


Asp 
195 


Val 


Ser 


Ser 


Ser 


Pro 
200 


Arg 


Lys 


Thr 


Ala 


Val 
205 


Ala 


Ser 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr 























210 



<210> 1859 
<211> 166 
<212> PRT 

<213> Unknown (H38g777 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (166) 

<223> Xaa = Any Amino Acid 



<400> 1859 



Val 


Lys 


Asn 


Gin 


Thr 


Met 


Val 


Thr 


Glu Phe 


Leu 


Leu 


Leu Gly 


Phe 


Phe 


1 








5 








10 










15 




Leu 


Ser 


Pro 


Arg 


He 


His 


Met 


Leu 


Leu Phe Gly Leu 


Phe 


Tyr 


Leu 


Phe 








20 










25 








30 






Tyr 


Val 


Phe 
35 


Thr 


Leu 


Leu 


Gly 


Asn 
40 


Gly Thr 


He 


Leu 


Gly 
45 


Leu 


He 


Ser 


Leu 


Asp 
50 


Ser 


He 


Leu 


His 


Thr 
55 


Pro 


Met Tyr 


Phe 


Phe 
60 


Leu 


Xaa 


His 


Leu 


Ser 


Val 


Val 


Asn 


lie 


Ala 


Tyr 


Ala 


Cys Asn 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


65 










70 








75 










80 


Val 


Asn 


Leu 


Leu 


His 
85 


Ser 


Ala 


Lys 


Pro He 
90 


Tyr 


Phe 


Ala 


Gly 


Cys 
95 


Met 


Thr 


Tyr 


Thr 


Phe 
100 


Leu 


Phe 


Leu 


Arg 


Phe Ala 
105 


His 


Thr 


Glu 


Cys 
110 


Leu 


Leu 


Leu 


Val 


Leu 


Met 


Ser 


Tyr 


Asp 


Trp Tyr Val 


Ala 


He 


Leu 


Thr 


Pro 


Leu 






115 










120 








125 








Arg 


Tyr 
130 


He 


He 


He 


Met 


Thr 
135 


Trp 


Lys Val 


Phe 


He 
140 


He 


Ser 


Ala 


He 


Thr 


Ser 


Trp 


Thr 


Cys 


Gly 


Ser 


Phe 


Leu Ser 


Met 


Val 


His 


Val 


Ser 


Leu 


145 










150 








155 










160 


He 


Leu 


Arg 


Leu 


Pro 
165 


Phe 





















<210> 1860 
<211> 93 
<212> PRT 

<213> Unknown (H38g778 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (93) 

<223> Xaa = Any Amino Acid 
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<400> 1860 



Gin Met 


Ser 


Leu 


Phe 


Val 


He 


Phe 


Ala 


Ser 


Ala 


Glu 


Cys 


Asn 


Leu 


Phe 


1 






5 










10 










15 




Lys Leu. 


Ala 


Leu 


Ala 


Tvr 


Arg 


Pro 


Xaa 


Cys 


Tyr 


Cys 


His 


Leu 


Cys 


Thr 






20 










25 










30 






His Pro 


Phe 


Tyr His 


He 


Asp 


His 


Val 


Xaa 


Glu 


Ala 


He 


He 


Phe 


Phe 




35 










40 










45 








Leu Val 


Ala 


Gly Cys 


Tyr 


Leu 


Gly 


Gly Leu 


Val 


Lys 


Met 


Val 


Thr 


Val 


50 










55 










60 










Thr Thr 


Ser 


He 


Thr 


Gin 


Leu 


Ser 


Leu 


Cys 


Gin 


Pro 


Cys 


Val 


His 


Leu 


65 








70 










75 










80 


His Phe 


Phe 


Cys 


Asp 


He 


Pro 


Ser 


Phe 


Cys 


Ser 


Tyr 


Ser 














85 










90 














<210> 1861 




























<211> 215 




























<212> PRT 




























<213> Unknown (H38g779 protein) 


















<220> 






























<223> Synthetic construct 




















<400> 1861 




























Phe Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lvs 


Leu 


Leu 


Gin 


1 






5 










10 










15 




Asn Met 


Gin 


Ser 


Gin 


Val 


Pro 


Thr 


He 


Ser 


* Jr 


Ala 


Asp 


Cys 


Leu 


Thr 






20 










25 










30 






Gin Leu 


Tyr 


Phe 


Phe 


Met 


Val 


Phe 


Gly Asp 


Met 


Glu 


Ser 


Phe 


Leu 


Leu 




35 










40 










45 








Val Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 


His 


50 










55 










60 










Tyr Thr 


Ser 


He 


Met 


Ser 


Thr 


Lys 


Phe 


Cys 


Ala 


Leu 


Leu 


Val 


Leu 


Leu 


65 








70 










75 










80 


Leu Trp 


Met 


Leu 


Thr 


He 


Ser 


His 


Ala 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 








85 










90 










95 




Ala Arg 


Leu 


Ser 


Phe 


Cys 


Glu 


Lys 


Asn 


Val 


He 


Leu 


His 


Phe 


Phe 


Cvs 






100 










105 










110 






Asp lie 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Tvr 


Val 


Asn 




115 










120 










125 








Glu Leu 


Met 


He 


Phe 


He 


Met 


Gly 


Gly 


He 


He 


Ser 


He 


He 


Pro 


Phe 


130 










135 










140 










Leu Leu 


lie 


Val 


Met 


Ser 


Tyr 


Val 


Arg 


He 


Phe 


Phe 


Ser 


He 


Leu 


Lvs 


145 








150 










155 










160 


Val Pro 


Ser 


Ser 


Gin 


Asp 


He 


His 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 








165 










170 










175 




His Leu 


Ser 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 


He 


Gly 


Leu 


Tyr 






180 










185 










190 






Leu Cys 


Pro 


Ser Gly 


Asn 


Asn 


Ser 


Thr 


Val 


Asn 


Glu 


He 


Ser 


Met 


Ala 




195 










200 










205 








Met Met 


Tyr 


Thr 


Val 


Val 


Ala 




















210 










215 





















<210> 1862 

<211> 219 

<212> PRT 

<213> Unknown (H38g780 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
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<222> (1)...(219) 

<223> Xaa = Any Amino Acid 



<400> 1862 



Ser 


Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 


Xaa 


Phe 


Ser 


Ser Val 


Thr 


Met 


Pro 


1 








5 










10 








15 




Lys 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


Ser He 


Pro 


Tyr 


Ala 






20 










25 








30 






Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Leu 


Leu 


Phe 


Phe Gly Asp Leu Glu 


35 










40 








45 








Ser 


Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp Arg 


Tyr Val 


Ala 


He 


Cys 




50 










55 










60 








Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


He 


Met 


Ser 


Pro 


Arg Leu 


Cys 


Val 


Ser 


65 










70 










75 








80 


Leu 


Val 


Leu 


Leu 


Ser 
85 


Trp 


Leu 


Leu 


Thr 


Met 
90 


Ser 


His Ser 


Met 


Leu 
95 


His 


Thr 


Leu 


Leu 


Leu 
100 


Thr 


Arg 


Leu 


Ser 


Phe 
105 


Cys 


Glu 


Asn Asn 


Val 
110 


He 


Pro 


His 


Phe 


Phe 
115 


Cys 


Asp 


Leu 


Ser 


Ala 
120 


Leu 


Leu 


Lys 


Leu Ala 
125 


Cys 


Ser 


Asp 


lie 


His 
130 


He 


Asn 


Glu 


Leu 


Val 
135 


He 


Leu 


He 


He 


Gly Gly 
140 


Leu 


Val 


Val 


He 


Leu 


Pro 


Phe 


Leu 


Leu 


He 


Thr 


Val 


Ser 


Tyr 


Ala Arg 


He 


He 


Ser 


145 










150 










155 








160 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Thr 


Gin Gly 


He 


His Lys 


Val 


Phe 


Ser 








165 










170 








175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe Tyr Gly Thr 


He 






180 










185 








190 






He 


Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Asn 


Ser Thr 


Leu 


Lys 


Asp 




195 










200 








205 








Thr 


Val 


Met 


Ser 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 











210 215 



<210> 1863 
<211> 314 
<212> PRT 

<213> Unknown (H38g781 protein) 
<220> 

<223> Synthetic construct 



<400> 1863 



Met 


Glu 


Asn 


Asn 


Thr 


Glu 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Val 


Gly Leu 


Thr 


1 








5 










10 










15 




Asp 


Asp 


Pro 


Glu 


Leu 


Gin 


He 


Pro 


Leu 


Phe 


He 


Val 


Phe 


Leu 


Phe 


He 




20 










25 










30 






Tyr 


Leu 


He 


Thr 


Leu 


Val 


Gly 


Asn 


Leu Gly Met 


He 


Glu 


Leu 


He 


Leu 




35 










40 










45 








Leu 


Asp 
50 


Ser 


Cys 


Leu 


His 


Thr 
55 


Pro 


Met 


Tyr 


Phe 


Phe 
60 


Leu 


Ser 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Phe 


Gly 


Tyr 


Ser 


Ser 


Ala 


Val 


Thr 


Pro 


Lys 


Val 


Met 


65 










70 










75 










80 


Val 


Gly 


Phe 


Leu 


Thr 


Gly 


Asp 


Lys 


Phe 


He 


Leu 


Tyr Asn Ala 


Cys 


Ala 










85 










90 










95 




Thr 


Gin 


Phe 


Phe 
100 


Phe 


Phe 


Val 


Ala 


Phe 
105 


He 


Thr 


Ala 


Glu 


Ser 
110 


Phe 


Leu 


Leu 


Ala 


Ser 
115 


Met 


Ala 


Tyr 


Asp 


Arg 
120 


Tyr 


Ala 


Ala 


Leu 


Cys 
125 


Lys 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


Thr 


Met 


Thr 


Thr 


Asn 


Val 


Cys 


Ala Cys 


Leu 


Ala 


He 




130 










135 










140 










Gly 


Ser 


Tyr 


He 


Cys 


Gly 


Phe 


Leu 


Asn 


Ala 


Ser 


He 


His 


Thr Gly Asn 
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145 150 155 160 



i fix 


rue 


Arg 


Leu 


Ser 


Phe 


Cvs 


Arg 


Ser 


Asn 


Val 


Val 


Glu 


His 


Phe 


Phe 








165 










170 










175 




Cys 


Asp 


Ala 


Pro 


Pro 


Leu 


Leu 


Thr 


Leu 


Ser 


Cys 


Ser 


Asp 


Asn 


Tyr 


He 




J- O \J 










185 










190 






Ser 




Met 

IOC 


Val 


lie 


Phe 


Phe 


Val 
200 


Val 


Gly 


Phe 


Asn 


Asp 
205 


Leu 


Phe 


Ser 


lie 


T 


Val 


lie 


Leu 


lie 


Ser 
215 


Tvr 


Leu 


Phe 


He 


Phe 
220 


He 


Thr 


He 


Met 


Lys 


Met 


Arg 


Ser 


Pro 


Glu 


Gly 


Arg 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


225 








230 










235 










240 


Ser 


His 


Leu 


Thr 


Ala 
245 


Val 


Ser 


He 


Phe 


Tyr 
250 


Gly 


Thr 


Gly 


He 


Phe 
255 


Met 


Tyr 


Leu 


Arg 


Pro 


Asn 


Ser 


Ser 


His 


Phe Met Gly Thr Asp Lys 


Met 


Ala 






260 










265 










270 






Ser 


Val 


Phe 


Tyr 


Ala 


He 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


Val 


Tyr 






275 








280 










285 








Ser 


Leu 
290 


Arg 


Asn 


Lys 


Glu 


Val 
295 


Lys 


Ser 


Ala 


Phe 


Lys 
300 


Lys 


Thr 


Val 


Gly 


Lys 


Ala 


Lys 


Ala 


Ser 


He 


Gly 


Phe 


He 


Phe 














305 










310 























<210> 1864 
<211> 189 
<212> PRT 

<213> Unknown (H3 8g782 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (189) 

<223> Xaa = Any Amino Acid 

<400> 1864 



Ala 


Thr 


Lys 


Glu 


Leu 


Cys 


Phe 


Leu Gly Val 


Tyr 


He 


Pro 


Lys 


Gly Asp 


1 






5 










10 










15 


Ala 


Cys 


Trp 


Lys 


Xaa 


Leu 


Xaa 


Leu 


Gly 


Leu 


His 


Leu 


Leu 


Leu 


Leu Gly 






20 










25 










30 




Xaa 


Gin 


Val 


Val 


Ser 


Met 


Val 


Gly Asn 


Leu 


Ala 


Leu 


He 


Ala 


Leu He 






35 










40 










45 






Gly 


Xaa 


Asn 


Ser 


Tyr 


Leu 


His 


His 


Pro 


Gin 


Ala 


Leu 


Phe 


Ser 


Phe Thr 


50 










55 










60 








Gin 


Ser 


Phe 


Pro 


Asp 


Leu 


Tyr 


Cys 


Pro 


Val 


Cys 


Thr 


Pro 


Arg 


Met Leu 


65 










70 










75 








80 


Met 


Thr 


Phe 


Val 


Ser 
85 


Lys 


Lys 


Asn 


He 


Phe 
90 


Tyr 


Val 


Arg 


Cys 


Met Thr 
95 


Gin 


Leu 


Ser 


Gin 
100 


Leu 


Phe 


Phe 


Leu 


Phe 
105 


He 


Val 


Leu 


Ser 


He 
110 


Lys Tyr 


His 


Val 


Leu 
115 


Met 


Phe 


He 


Ala 


Cys 
120 


Gly 


Cys 


Leu 


Val 


Ala 
125 


He 


Tyr Asn 


Pro 


Ser 
130 


Leu 


His 


Glu 


Val 


Thr 
135 


Met 


Ser 


Pro 


Gin 


Val 
140 


Arg 


Glu 


Met Arg 


Glu 


Ser 


Gly 


Phe 


Ala 


Gly 


Thr 


Thr 


Ala 


His 


Thr 


Gly 


His 


He 


Leu Arg 


145 








150 










155 








160 


Pro 


Asn 


Leu 


Cys 


Asn 
165 


He 


Asp 


Val 


He 


Asn 
170 


His 


His 


Leu 


Thr 


Asp Ser 
175 


Leu 


Leu 


Val 


Leu 
180 


Xaa 


Val 


Ser 


Cys 


Thr 
185 


Ser 


Thr 


Cys 


Ala 







<210> 1865 
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<211> 311 
<212> PRT 

<213> Unknown (H38g783 protein) 
<220> 

<223> Synthetic construct 



<400> 1865 



Met 


Thr 


Gly Gly 


Gly Asn 


lie 


Thr 


Glu 


He Thr 


Tyr 


Phe 


He 


Leu 


Leu 


1 








5 










10 








15 




Gly 


Phe 


Ser 


Asp 


Phe 


Pro 


Arg 


He 


He 


Lys Val 


Leu 


Phe 


Thr 


He 


Phe 






20 










25 








30 






Leu 


Val 


He Tyr 


He 


Thr 


Ser 


Leu Ala Trp Asn Leu 


Ser 


Leu 


He 


Val 






35 










40 








45 








Leu 


lie 


Arg Met 


Asp 


Ser 


His 


Leu 


His 


Thr Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 








60 










Ser 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


Val 


Cys 


Tyr He 


Ser 


Ser 


Thr 


Val 


Pro 


65 










70 








75 










80 


Lys 


Met 


Leu 


Ser 


Asn 


Leu 


Leu 


Gin 


Glu 


Gin Gin 


Thr 


He 


Thr 


Phe 


Val 








85 










90 








95 




Gly 


Cys 


He 


He 


Gin 


Tyr 


Phe 


He 


Phe 


Ser Thr 


Met 


Gly Leu 


Ser 


Glu 




100 










105 








110 






Ser 


Cys 


Leu 


Met 


Thr 


Ala 


Met 


Ala Tyr Asp Arg Tyr 


Ala 


Ala 


He 


Cys 






115 










120 








125 








Asn 


Pro 
130 


Leu 


Leu 


Tyr 


Ser 


Ser 
135 


He 


Met 


Ser Pro 


Thr 
140 


Leu 


Cys 


Val 


Trp 


Met 


Val 


Leu Gly 


Ala 


Tyr 


Met 


Thr Gly Leu Thr 


Ala 


Ser 


Leu 


Phe 


Gin 


145 










150 








155 










160 


He 


Gly 


Ala 


Leu 


Leu 


Gin 


Leu 


His 


Phe 


Cys Gly 


Ser 


Asn 


Val 


lie 


Arg 








165 










170 








175 




His 


Phe 


Phe 


Cys 
180 


Asp 


Met 


Pro 


Gin 


Leu 
185 


Leu lie 


Leu 


Ser 


Cys 
190 


Thr 


Asp 


Thr 


Phe 


Phe 


Val 


Gin 


Val 


Met 


Thr 


Ala 


He Leu 


Thr 


Met 


Phe 


Phe Gly 






195 










200 








205 








He 


Ala 
210 


Ser 


Ala 


Leu 


Val 


He 
215 


Met 


He 


Ser Tyr 


Gly 
220 


Tyr 


He 


Gly 


He 


Ser 


He 


Met 


Lys 


He 


Thr 


Ser 


Ala 


Lys 


Gly Arg 


Pro 


Lys 


Ala 


Phe 


Asn 


225 










230 








235 










240 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Ser Leu 


Phe 


Tyr 


Thr 


Ser Gly 








245 










250 








255 




He 


Phe 


Val 


Tyr 


Leu 


Arg 


Ser 


Ser 


Ser 


Gly Gly 


Ser 


Ser 


Ser 


Phe Asp 








260 










265 








270 






Arg 


Phe 


Ala 


Ser 


Val 


Phe 


Tyr 


Thr 


Val 


Val He 


Pro 


Met 


Leu 


Asn 


Pro 




275 










280 








285 








Leu 


He 
290 


Tyr 


Ser 


Leu 


Arg 


Asn 
295 


Lys 


Glu 


He Lys 


Asp 
300 


Ala 


Leu 


Lys 


Arg 


Leu 


Gin 


Lys 


Arg 


Lys 


Cys 


Cys 


















305 










310 





















<210> 1866 
<211> 312 
<212> PRT 

<213> Unknown <H38g784 protein) 
<220> 

<223> Synthetic construct 
<400> 1866 

Met Thr Gly Glu Arg Asn Ser Thr Arg He Thr Lys Phe lie Leu Leu 

15 10 15 

Gly Phe Ser Glu Phe Pro Lys Asn Pro He Phe Leu Phe Ser He Phe 
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20 25 30 



Leu 


Gly 


He 


Tyr 


Leu 


Leu 


Thr 


Val 


Ser 


Trp 


Asn 


He 


Asn 


Leu 


He 


Thr 




35 










40 










45 








Leu 


He 
50 


Arg 


He 


Asp 


Ser 


His 
55 


Leu 


His 


Thr 


Pro 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu Asp 


He 


Cys 


Tyr 


Val 


Ser 


Thr 


He 


Ala 


Pro 


65 










70 










75 










80 


Lys 


Met 


Leu 


Ser 


Asp 


Phe 


Phe 


Lys 


Lys 


His 


Lys 


Phe 


He 


Ser 


Phe 


Met 








85 










90 










95 




Glv 


Cys 


Ser 


Met Gin Tyr 


Phe 


Phe 


Phe 


Ser 


Ser 


Leu Gly 


Leu 


Thr 


Glu 




100 










105 










110 






Cvs 


Cvs 


Leu 
115 


Leu 


Ala 


Ala 


Met 


Ala 
120 


Tyr 


Asp 


Arg 


Tyr 


Ala 
125 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Leu Tyr Arg Ala 


He 


Met 


Phe 


Pro 


Thr 


Leu 


Cys 


Val 


Gin 




130 










j. j _j 










140 










Met 


Val 


Ala 


Gly Ser Cys 


Tl 

lie 


Thr 


Gly 


Phe 


Leu Gly 
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145 
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Cys 
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Pro 


Asn 


Val 


He 
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165 
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Phe 


Phe 


Cys 


Asp 


Leu 


Pro 


Gin 


Leu 


Leu 


He 


Leu 


Ser 


Cys 


Ser Asp 
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Phe 
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Val 


Met 
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Val 
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Val 


He 
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ij j 
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205 
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X XXX. 
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Val 


Leu 


Val 


He 


Met 


He 


Ser 


Tyr 


Gly Tyr 


He 


He 


Ala 
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215 
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He 
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Lys 
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Thr 


Ser 


Ala 


Glu 


Gly 


Arg 


Ala 


Lys 


Ser 


Phe 
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225 
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235 
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Val 
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Gly 








245 
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Ser 
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Leu 


Ala 


Ser 


Val 
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He 
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Met 
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Asn 
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275 










280 










285 
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Arg 
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295 
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Asp 
300 


Ala 
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Arg 


Trp 
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Lys 


Arg 


He 


Phe 


Ser 


Trp 


















305 










310 























<210> 1867 
<211> 444 
<212> PRT 

<213> Unknown (H38g785 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (444) 

<223> Xaa = Any Amino Acid 



<400> 1867 

Met Thr Val Glu Arg Ser Ser Met Thr He Thr Lys Phe He Leu Leu 

15 10 15 

Gly Phe Ser Glu Tyr Ser Lys Thr Thr He Phe Leu Phe Ser Val Phe 

20 25 30 

Leu Gly He Tyr Leu Leu Thr Met Ser Xaa Asn Val Ser Leu He Ala 

35 40 45 

Leu He Arg Thr Asp Ser His Leu His Ala Pro Val Tyr Phe Phe Leu 

50 55 60 

Ser Asn Pro Ser Phe Leu Asp He Cys Cys Val Ser Thr He Ala Pro 
65 70 75 80 
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"1 A Q 










1 JU 










i j j 
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HIS 


irne 


Cys 
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Ser 
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i Iltr 
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1 1 u 










1 / j 




Cys 
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Leu 
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Gin 


Leu 


Leu 


lie 


Leu 


Ser 
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Ser 


MIS 


x nr 


Val 
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Leu 
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0 ri 
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Trp 


lieu 
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Ser 
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225 
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0 0 c 
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Val 
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330 










one 

Job 




Val 


Phe 


Gly 


Leu 


Thr 


Ser 


Val 


Leu 


Val 


He 


Met 


He 


pne 


Tyr 


Gly 


Tyr 








340 










345 










1 C ft 






Val 


lie 


Ala 


Thr 


He 


Leu 


Lys 


lie 


He 


Ser 


Val 


Glu 


Gly 


Arg 


Ser 


Lys 






355 




















*a c c 








Val 


Phe 


Asn 


Thr 


Gly 


Gly 


Ser 


His 


Leu 


He 


Ala 


Val 


Thr 


Leu 


Phe 


Tyr 




1 *7 ft 










j / j 




















Cys 


Ser 
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Ser 


His 


Ser 


Asp 


Ala 


Ser 


Leu 


385 
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Ser 


Arg 
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Lys 


Val 
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Ser 


He 


Val 


Tyr 


Thr 


Val 


Val 


He 


Pro 


Arg 
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Leu 
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Ser 
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Asp 


Lys 
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Ala 








420 
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Arg 


Trp 


Thr 
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Arg 


He 


Phe 


Ser 


Trp 


Pro 











435 440 



<210> 1868 
<211> 310 
<212> PRT 

<213> Unknown (H38g786 protein) 
<220> 

<223> Synthetic construct 



<400> 1868 



Met Gly Glu Asn Gin Thr Met Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


Phe 


1 5 
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Leu Leu Gly Pro Arg He Gin Met 
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Phe 


Gly 
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Phe 
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Phe Tyr He Phe Thr Leu Leu Gly 
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Gly 
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Leu 


Gly 


Leu 


He 
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Cys 


Leu 








100 










105 










110 






Leu 


Leu 


Val 


Leu 


Met 


Ser 


Tvr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 






115 
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Ala 
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Cys 


225 
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<210> 1869 




























<211> 314 




























<212> PRT 




























<213> Unknown (H3 8g787 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1869 




























Met 
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He 


Cys 


His 






115 








120 










125 
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<210> 1870 
<211> 331 
<212> PRT 

<213> Unknown (H38g788 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...{331) 

<223> Xaa = Any Amino Acid 



<400> 1870 
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Trp Lys 


Val 
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Ala 


He 
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Met 


Val 
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He 
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Arg 
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Arg 
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Val 


Val 


He 
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180 185 190 

Phe Ala Ala Cys Met Phe lie Leu Val Gly Pro Leu Cys Leu Val Leu 

195 200 205 

Val Ser Tyr Ser His lie Leu Ala Ala He Leu Arg He Gin Ser Gly 

210 215 220 

Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys Ser Ser His Leu Cys Val 
225 230 235 240 

Val Gly Leu Phe Phe Gly Ser Ala Ser Val Met Tyr Met Ala Pro Lys 

245 250 255 

Ser Arg His Pro Glu Glu Gin Gin Lys Val Leu Phe Leu Phe Tyr Ser 

260 265 270 

Ser Phe Asn Pro Met Leu Asn Pro Leu He Tyr Asn Leu Arg Asn Val 

275 280 285 

Glu Val Lys Gly Ala Leu Arg Arg Ala Leu Cys Lys Glu Ser His Ser 

290 295 300 

Xaa Glu Val Xaa His Leu Asn Cys Gin Pro Gin Leu Ser Arg Gly Leu 
305 310 315 320 

Leu Met Pro Asn Tyr Cys Leu Asn Pro Glu Lys 
325 330 

<210> 1871 
<211> 310 
<212> PRT 

<213> Unknown (H38g789 protein) 
<220> 

<223> Synthetic construct 
<400> 1871 

Met Gly Asp Asn lie Thr Ser He Thr Glu Phe Leu Leu Leu Gly Phe 

15 10 15 

Pro Val Gly Pro Arg He Gin Met Leu Leu Phe Gly Leu Phe Ser Leu 

20 25 30 

Phe Tyr Val Phe Thr Leu Leu Gly Asn Gly Thr He Leu Gly Leu He 

35 40 45 

Ser Leu Asp Ser Arg Leu His Ala Pro Met Tyr Phe Phe Leu Ser His 

50 55 60 

Leu Ala Val Val Asp He Ala Tyr Ala Cys Asn Thr Val Pro Arg Met 
65 70 75 80 

Leu Val Asn Leu Leu His Pro Ala Lys Pro He Ser Phe Ala Gly Arg 

85 90 95 

Met Met Gin Thr Phe Leu Phe Ser Thr Phe Ala Val Thr Glu Cys Leu 

100 105 110 

Leu Leu Val Val Met Ser Tyr Asp Leu Tyr Val Ala He Cys His Pro 

115 120 125 

Leu Arg Tyr Leu Ala He Met Thr Trp Arg Val Cys v lie Thr Leu Ala 

130 135 140 

Val Thr Ser Trp Thr Thr Gly Val Leu Leu Ser Leu He His Leu Val 
145 150 155 160 

Leu Leu Leu Pro Leu Pro Phe Cys Arg Pro Gin Lys He Tyr His Phe 

165 170 175 

Phe Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp Thr His 

180 185 190 

He Asn Glu Asn Met Val Leu Ala Gly Ala He Ser Gly Leu Val Gly 

195 200 205 

Pro Leu Ser Thr He Val Val Ser Tyr Met Cys He Leu Cys Ala He 

210 215 220 

Leu Gin He Gin Ser Arg Glu Val Gin Arg Lys Ala Phe Cys Thr Cys 
225 230 235 240 

Phe Ser His Leu Cys Val He Gly Leu Phe Tyr Gly Thr Ala He He 
245 250 255 
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Met Tyr Val Gly Pro Arg Tyr Gly Asn Pro Lys Glu Gin Lys Lys Tyr 

260 265 270 

Leu Pro Leu Phe His Ser Leu Phe Asn Pro Met Leu Asn Pro Leu He 

275 280 285 

Cys Ser Leu Arg Asn Ser Glu Val Lys Asn Thr Leu Lys Arg Val Leu 

290 295 300 

Gly Val Glu Arg Ala Leu 
305 310 

<210> 1872 
<211> 314 
<212> PRT 

<213> Unknown (H3 8g790 protein) 
<220> 

<223> Synthetic construct 



<400> 1872 
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<212> PRT 

<213> Unknown (H38g791 protein) 



<220> 

<223> Synthetic construct 



<400> 1873 



Met 


Ser 


Ala 


Asn 


Thr 


Ser 


Met 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


Phe 


1 








5 










10 










Id 




Ser 


His 


Leu 


Ala 
20 


Asp 


Leu 


Gin 


Gly 


Leu 
25 


Leu 


Phe 


Ser 


Val 


Phe 
30 


Leu 


Thr 


He 


Tyr 


Leu 


Leu 


Thr 


Val 


Ala 


Gly Asn 


Phe 


Leu 


He 


val 


vai 


Leu 


vai 






35 










40 










45 








Ser 


Thr 
50 


Asp 


Ala 


Ala 


Leu 


Gin 
55 


Ser 


Pro 


Met 


Tyr 


Phe 
60 


Phe 


Leu 


Arg 


Thr 


Leu 


Ser 


Ala 


Leu 


Glu 


He 


Gly 


Tyr 


Thr 


Ser 


Val 


Thr 


Val 


Pro 


Leu 


Leu 


65 










70 










75 










80 


Leu 


His 


His 


Leu 


Leu 
85 


Thr 


Gly 


Arg 


Arg 


His 
90 


He 


Ser 


Arg 


Ser 


Gly 
95 


Cys 


Ala 


Leu 


Gin 


Met 


Phe 


Phe 


Phe 


Leu 


Phe 


Phe 


Gly Ala 


Thr 


Glu 


Cys 


Cys 








100 










105 










110 






Leu 


Leu 


Ala 
115 


Ala 


Met 


Ala 


Tyr 


Asp 
120 


Arg 


Tyr 


Ala 


Ala 


He 
125 


Cys 


Glu 


Pro 


Leu 


Arg 
130 


Tyr 


Pro 


Leu 


Leu 


Leu 
135 


Ser 


His 


Arg 


Val 


Cys 
140 


Leu 


Gin 


Leu 


Ala 


Gly 


Ser 


Ala 


Trp Ala 


Cys 


Gly 


Val 


Leu 


Val 


Gly 


Leu 


Gly 


His 


Thr 


Pro 


145 










150 










155 










160 


Phe 


He 


Phe 


Ser 


Leu 
165 


Pro 


Phe 


Cys 


Gly 


Pro 
170 


Asn 


Thr 


He 


Pro 


Gin 
175 


Phe 


Phe 


Cys 


Glu 


He 


Gin 


Pro 


Val 


Leu 


Gin 


Leu 


Val 


Cys 


Gly Asp 


Thr 


Ser 








180 










185 










190 






Leu 


Asn 


Glu 
195 


Leu 


Gin 


He 


He 


Leu 
200 


Ala 


Thr 


Ala 


Leu 


Leu 
205 


He 


Leu 


Cys 


Pro 


Phe 


Gly 


Leu 


He 


Leu 


Gly 


Ser 


Tyr 


Gly Arg 


He 


Leu 


Val 


Thr 


He 




210 










215 










220 










Phe 


Arg 


He 


Pro 


Ser 


Val 


Ala 


Gly Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ser 


Ser 


His 


Leu 


He 


Val 


Val 


Ser 


Leu 


Phe 


Tyr Gly 


Thr 


Ala 


Leu 


Phe 










245 










250 










255 




He 


Tyr 


He 


Arg 
260 


Pro 


Lys 


Ala 


Ser 


Tyr 
265 


Asp 


Pro 


Ala 


Thr 


Asp 
270 


Pro 


Leu 


Val 


Ser 


Leu 


Phe Tyr 


Ala 


Val 


Val 


Thr 


Pro 


He 


Leu 


Asn 


Pro 


He 


He 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg Asn 


Thr 


Glu 


Val 


Lys 


Ala 


Ala 


Leu 


Lys Arg Thr 


He 




290 










295 










300 










Gin 


Lys 


Thr 


Val 


Pro 


Met 


Glu 


He 


















305 










310 























<210> 1874 
<211> 276 
<212> PRT 

<213> Unknown (H38g792 protein) 
<220> 

<223> Synthetic construct 
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<212> PRT 




























<213> Unknown (H3 8g793 protein) 
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<223> Synthetic 


construct 




















<221> VARIANT 
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115 120 125 

His Pro Leu Gin Tyr Pro Leu Leu Met Thr Leu Thr Leu Cys Val His 

130 135 140 

Leu Val Val Ala Ser Val He Ser Gly Leu Phe Leu Ser Leu Gin Leu 
145 150 155 160 

Val Ala Phe He Phe Ser Leu Pro Phe Cys Gin Ala Gin Gly He Glu 

165 170 175 

His Phe Phe Cys Asp Val Pro Pro Val Met His Val Val Cys Ala Gin 

180 185 190 

Ser His He His Glu Gin Ser Val Leu Val Ala Ala He Leu Ala He 

195 200 205 

Ala Val Pro Phe Phe Leu He Thr Thr Ser Tyr Thr Phe He Val Ala 

210 215 220 

Ala Leu Leu Lys He His Ser Ala Ala Gly Arg His Arg Ala Phe Ser 
225 230 235 240 

Thr Cys Ser Ser His Leu Thr Val Val Leu Leu Gin Tyr Gly Cys Cys 

245 250 255 

Ala Phe Met Tyr Leu Cys Pro Ser Ser Ser Tyr Asn Pro Lys Gin Asp 

260 265 270 

Arg Phe He Ser Leu Val Tyr Thr Leu Gly Thr Pro Leu Leu Asn Pro 

275 280 285 

Leu He Tyr Ala Leu Arg Asn Ser Glu Met Lys Gly Ala Val Gly Arg 

290 295 300 

Val Leu Thr Arg Asn Cys Leu Ser Gin Asn Ser Xaa Glu 
305 310 315 



<210> 1876 
<211> 309 
<212> PRT 

<213> Unknown (H38g794 protein) 
<220> 

<223> Synthetic construct 



<400> 1876 
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<210> 1877 
<211> 314 
<212> PRT 

<213> Unknown (H3 8g795 protein) 
<220> 

<223> Synthetic construct 
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290 295 300 

Lys Ala Lys Tyr Ser Leu Asp Ser Val Phe 
305 310 

<210> 1878 
<211> 315 
<212> PRT 

<213> Unknown (H38g796 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(315) 

<223> Xaa = Any Amino Acid 
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Glu 


Gly Arg Arg Leu 


Ser 


Ser 


Ser 


Tyr 


Asn 


Ala 


Cys 










85 










90 










95 




Ala 


Ala 


Gin 


Met 


Phe 


Phe 


Phe 


Val 


Ala 


Leu 


Ala 


Thr 


Val 


Glu 


Asn 


Met 








100 










105 










110 






Leu 


Leu 


Thr 


Ser 


Met 


Ala 


Tyr 


Asp 


His 


Tyr 


He 


Ala 


Val 


Cys 


Lys 


Pro 






115 










120 










125 








Leu 


His 


Tyr 


Thr 


Thr 


Thr 


Thr 


He 


Ala 


Ser 


Val 


Cys 


Ala 


His 


Leu 


Val 




130 










135 










140 










He 


Gly 


Ser 


Tyr 


Val 


Cys 


Gly 


Phe 


Leu 


Asn 


Ala 


Ser 


Leu 


Arg 


He 


Gly 


145 










150 










155 










160 


Asp 


He 


Phe 


Ser 


Leu 


Ser 


Phe 


Cys 


Lys 


Ser 


Asn 


Leu 


Val 


His 


His 


Leu 










165 










170 










175 




Phe 


Cys 


Asp 


Val 


Pro 


Pro 


Val 


Met 


Ala 


Val 


Ser 


Cys 


Ser 


Gly 


Lys 


His 








180 










185 










190 






He 


Ser 


Lys 


Lys 


He 


Leu 


Val 


Phe 


Met 


Ser 


Ser 


Phe 


Asn 


Val 


Phe 


Leu 






195 










200 










205 








Ala 


Leu 


Leu 


Val 


He 


Leu 


Thr 


Ser 


Tyr 


Leu 


Phe 


He 


Phe 


He 


Thr 


He 




210 










215 










220 










Leu 


Lys 


Met 


His 


Ser 


Ala Gin Gly His 


Leu 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Leu 


He 


Ala 


Val 


Ser 


He 


Phe 


Tyr Gly 


Thr 


Thr 


He 


Phe 










245 










250 










255 




Met 


His 


Leu 


Gin 


Pro 


Ser 


Ser 


Ser 


His 


Ser 


Met 


Asp 


Thr 


Asp 


Glu 


Met 








260 










265 










270 






Ala 


Ser 


Leu 


Phe 


Tyr 


Ala 


Val 


Phe 


He 


Ser 


Met 


Leu 


Asn 


Leu 


Val 


Phe 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg 


Ser 


Lys 


Glu 


Val 


Lys 


Asn 


Ala 


Phe 


Lys 


Lys 


Ala 


Val 




290 










295 










300 










Glu 


Lys 


Ala 


Lys 


Phe 


Phe 


Leu 


Glu 


Leu 


Xaa 


Phe 













305 310 315 



<210> 1879 
<211> 314 
<212> PRT 
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<213> Unknown (H38g797 protein) 
<220> 

<223> Synthetic construct 
<400> 1879 

Met Asp Asn Ser Asn Trp Thr Ser Val Ser His Phe Val Leu Leu Gly 

15 10 15 

lie Ser Thr His Pro Glu Glu Gin He Pro Leu Phe Leu Val Phe Ser 

20 25 30 

Leu Met Tyr Ala He Asn He Ser Gly Asn Leu Ala He He Thr Leu 

35 40 45 

He Leu Ser Ala Pro Arg Leu His He Pro Met Tyr He Phe Leu Ser 

50 55 60 

Asn Leu Ala Leu Thr Asp He Cys Phe Thr Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met Leu Gin He He Phe Ser Pro Thr Lys Val He Ser Tyr Thr Gly 

85 90 95 

Cys Leu Ala Gin Thr Tyr Phe Phe He Cys Phe Ala Val Met Glu Asn 

100 105 110 

Phe He Leu Ala Val Met Ala Tyr Asp Arg Tyr He Ala He Cys His 

115 120 125 

Pro Phe His Tyr Thr Met He Leu Thr Arg Met Leu Cys Val Lys Met 

130 135 140 

Val Val Met Cys His Ala Leu Ser His Leu His Ala Met Leu His Thr 
145 150 155 160 

Phe Leu Met Gly Gin Leu He Phe Cys Ala Asp Asn Arg He Pro His 

165 170 175 

Phe Phe Cys Asp Leu Tyr Ala Leu Met Lys He Ser Cys Thr Ser Thr 

180 185 190 

Tyr Leu Asn Thr Leu Met He His Thr Glu Gly Ala Val Val He Ser 

195 200 205 

Gly Ala Leu Ala Phe He Thr Ala Ser Tyr Ala Cys He He Leu Val 

210 215 220 

Val Leu Arg He Pro Ser Ala Lys Gly Arg Trp Lys Thr Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Thr Val Val Ala He Phe Tyr Gly Thr Leu Ser 

245 250 255 

Trp Val Tyr Phe Arg Pro Leu Ser Ser Tyr Ser Val Thr Lys Gly Arg 

260 265 270 

He He Thr Val Val Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Gly Asp Val Lys Gly Gly Phe Met Lys Trp 

290 295 300 

Met Ser Arg Met Gin Thr Phe Phe Phe Arg 
305 310 

<210> 1880 
<211> 316 
<212> PRT 

<213> Unknown (H38g798 protein) 
<220> 

<223> Synthetic construct 
<400> 1880 

Met Val Asn Gin Ser Ser Pro Met Gly Phe Leu Leu Leu Gly Phe Ser 

15 10 15 

Glu His Pro Ala Leu Glu Arg Thr Leu Phe Val Val Val Phe Thr Ser 

20 25 30 

Tyr Leu Leu Thr Leu Val Gly Asn Thr Leu He He Leu Leu Ser Val 
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35 










40 










45 








Leu 


Tyr 


Pro 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser Asp 


Leu 




50 










55 










60 










Ser 


Phe 


Leu 


Asp Leu 


Cys 


Phe 


Thr 


Thr 


Ser 


Cys 


Val 


Pro 


Gin 


Met 


Leu 


65 










70 










75 










80 


Val 


Asn 


Leu 


Trp Gly 


Pro 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Leu Gly Cys 


Ser 










85 










90 










95 




Val 


Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ser 


Leu 


Gly Thr 


Thr 


Glu 


Cys 


He 


Leu 








100 










105 










110 






Leu 


Thr 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Gin 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Ala 


Thr 


He 


He 


His 


Pro 


Arg 


Leu 


Cys 


Trp 


Gin 


Leu 


Ala 


Ser 




130 










135 










140 










Val 


Ala 


Trp 


Val 


Met 


Ser 


Leu 


Val 


Gin 


Ser 


He 


Val 


Gin 


Thr 


Pro 


Ser 


145 










150 










155 










160 


Thr 


Leu 


His 


Leu 


Pro 


Phe 


Cys 


Pro 


His 


Gin 


Gin 


He 


Asp 


Asp 


Phe 


Leu 










165 










170 










175 




Cys 


Glu 


Val 


Pro 


Ser 


Leu 


He 


Arg 


Leu 


Ser 


Cys 


Gly Asp 


Thr 


Ser 


Tyr 








180 










185 










190 






Asn 


Glu 


lie 


Gin 


Leu 


Ala 


Val 


Ser 


Ser 


Val 


He 


Phe 


Val 


Val 


Val 


Pro 






195 










200 










205 








Leu 


Ser 


Leu 


He 


Leu 


Ala 


Ser 


Tyr 


Gly 


Ala 


Thr 


Ala 


Gin 


Ala 


Val 


Leu 




210 










215 










220 










Arg 


lie 


Asn 


Ser 


Ala 


Thr 


Ala 


Trp 


Arg 


Lys 


Ala 


Phe 


Gly 


Thr 


Cys 


Ser 


225 










230 










235 










240 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Ser 


Ser 


Val 


He 


Ala 


Val 










245 










250 










255 




Tyr 


Leu 


Gin 


Pro 


Lys 


Asn 


Pro 


Tyr Ala 


Gin Gly Arg Gly Lys 


Phe 


Phe 








260 










265 










270 






Gly 


Leu 


Phe 


Tyr Ala 


Val 


Gly 


Thr 


Pro 


Ser 


Leu 


Asn 


Pro 


Leu 


Val 


Tyr 






275 










280 










285 








Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


He 


Lys 


Arg 


Ala 


Leu 


Arg 


Arg 


Leu 


Leu 


Gly 




290 










295 










300 










Lys 


Glu 


Arg 


Asp 


Ser 


Arg 


Glu 


Ser 


Trp 


Arg Ala Ala 










305 










310 










315 













<210> 1881 
<211> 324 
<212> PRT 

<213> Unknown (H38g799 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . ..(324) 

<223> Xaa = Any Amino Acid 



<400> 1881 

His Thr Glu Pro Arg Asn Leu Thr 

1 5 
Gly Leu Ser Glu Asp Pro Glu Leu 
20 

Leu Ser Leu Ser Met Tyr Met Val 

35 40 
He Leu Ala Val Ser Ser Asp Ser 

50 55 
Phe Leu Ser Lys Leu Cys Xaa Ala 
65 70 
Val Pro Lys Met He Val Asn Met 
85 



Gly Val Xaa Glu Phe Leu Leu Leu 

10 15 
Gin Pro Val Leu Ala Leu Leu Ser 
25 30 
Thr Val Leu Arg Asn Leu Leu Ser 
45 

Pro Leu His Thr Pro Met Cys Phe 
60 

Asp He Gly Phe Thr Leu Ala Met 

75 80 
Gin Ser His Ser Arg Val He Ser 
90 95 
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Tyr Glu Gly Cys Leu Thr Arg Met Ser Phe Phe Val Leu Phe Ala Cys 

100 105 110 

Met Glu Asp Met Leu Leu Thr Val Met Ala Tyr Asp Cys Phe Val Ala 

115 120 125 

lie Cys Arg Pro Leu His Tyr Pro Val lie Val Asn Pro His Leu Cys 

130 135 140 

Val Phe Phe Val Leu Val Ser Phe Phe Leu Ser Pro Leu Asp Ser Gin 
145 150 155 160 

Leu His Ser Trp lie Val Leu Leu Phe Thr lie lie Lys Asn Val Glu 

165 170 175 

lie Thr Asn Phe Val Cys Glu Pro Ser Gin Leu Leu Asn Leu Ala Cys 

180 185 190 

Ser Asp Ser Val lie Asn Asn lie Phe lie Tyr Phe Asp Ser Thr Met 

195 200 205 

Phe Gly Phe Leu Pro lie Ser Gly He Leu Leu Ser Tyr Tyr Lys He 

210 215 220 

Val Pro Ser He Leu Arg Met Ser Ser Ser Asp Gly Lys Tyr Lys Gly 
225 230 235 240 

Phe Ser Thr Cys Gly Ser Tyr Leu Ala Val Val Cys Xaa Phe Asp Gly 

245 250 255 

Thr Gly He Gly Met Tyr Leu Thr Ser Ala Val Ser Pro Pro Pro Arg 

260 265 270 

Asn Gly Val Val Ala Ser Val Met Tyr Ala Val Val Thr Pro Met Leu 

275 280 285 

Asn Leu Phe He Tyr Ser Leu Gly Lys Arg Asp He Gin Ser Val Leu 

290 295 300 

Arg Arg Leu Cys Ser Arg Thr Val Glu Ser Pro Xaa Tyr Val Pro Ser 
305 310 315 320 

Phe Phe Leu Cys 



<210> 1882 
<211>> 158 
<212> PRT 

<213> Unknown (H38g800 protein) 
<220> 

<223> Synthetic construct 
<400> 1882 

Met Glu Pro Glu Asn Gly Thr Arg He Leu Gly Phe Leu Leu Leu Gly 

15 10 15 

Leu Ser Glu Glu Pro Glu Leu Gin Pro Val Met Phe Gly Leu Phe Leu 

20 25 30 

Ser Met Tyr Leu Thr Thr Val Phe Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He Cys Ser Gly Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Val Asp He Cys Val Thr Ser Thr Thr Val Pro Lys 
65 70 75 80 

Thr Leu Ser Asn He Arg Thr Gin Ser Lys Val He Thr Tyr Ala Gly 

85 90 95 

Cys He Thr Gin Met Tyr Phe Phe Val Leu Phe He Val Leu Asp Ser 

100 105 110 

Leu Leu Leu Thr Val Met Ala Tyr Asp Gin Phe Val Ala He Cys His 

115 120 125 

Pro Leu His Tyr Thr Val He Val Asn Pro Arg Leu Cys Gly Leu Leu 

130 135 140 

Val Leu Ala Ser Trp He Met Ser Ala Leu Asn Ser Leu He 
145 150 155 



1071 



BNSDOCID: <WO 01271 58A2_I_> 



WO 01/27158 



PCTAJS00/27582 



<210> 1883 
<211> 318 
<212> PRT 

<213> Unknown (H38g801 protein) 



<220> 

<223> Synthetic construct 



<400> 1883 




























Met 


Met 


Ser 


Phe 


Ala 


Pro 


Asn 


Ala 


Ser 


His 


Ser 


Pro 


Val 


Phe 


Leu 


Leu 


1 








5 










10 










15 




Leu 


Gly 


Phe 


Ser 
20 


Arg 


Ala 


Asn 


He 


Ser 
25 


Tyr 


Thr 


Leu 


Leu 


Phe 
30 


Phe 


Leu 


Phe 


Leu 


Ala 


He 


Tyr 


Leu 


Thr 


Thr 


He 


Leu 


Gly Asn Val 


Thr 


Leu 


Val 






35 










40 










45 








Leu 


Leu 


He 


Ser 


Trp Asp 


Ser 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Tyr 


Leu 




50 










55 










60 










Leu 


Arg 


Gly 


Leu 


Ser 


Val 


He 


Asp 


Met 


Gly 


Leu 


Ser 


Thr 


Val 


Thr 


Leu 


65 










70 










75 










80 


Pro 


Gin 


Leu 


Leu 


Ala 
85 


His 


Leu 


Val 


Ser 


His 
90 


Tyr 


Pro 


Thr 


He 


Pro 
95 


Ala 


Ala 


Arg 


Cys 


Leu 


Ala 


Gin 


Phe 


Phe 


Phe 


Phe 


Tyr 


Ala 


Phe 


Gly Val 


Thr 








100 










105 










110 






Asp 


Thr 


Leu 
115 


Val 


He 


Ala 


Val 


Met 
120 


Ala 


Leu 


Asp 


Arg 


Tyr 
125 


Val 


Ala 


He 


Cys 


Asp 


Pro 


Leu 


His 


Tyr 


Ala 


Leu 


Val 


Met 


Asn 


His 


Gin Arg Cys 


Ala 




130 










135 










140 










Cys 


Leu 


Leu 


Ala 


Leu 


Ser 


Trp 


Val 


Val 


Ser 


He 


Leu 


His 


Thr 


Met 


Leu 


145 










150 










155 










160 


Arg 


Val 


Gly 


Leu 


Val 


Leu 


Pro 


Leu 


Cys 


Trp 


Thr Gly Asp Ala Gly Gly 










165 










170 










175 




Asn 


Val 


Asn 


Leu 
180 


Pro 


His 


Phe 


Phe 


Cys 
185 


Asp 


His 


Arg 


Pro 


Leu 
190 


Leu 


Arg 


Ala 


Ser 


Cys 
195 


Ser 


Asp 


He 


His 


Ser 
200 


Asn 


Glu 


Leu 


Ala 


He 
205. 


Phe 


Phe 


Glu 


Gly 


Gly 
210 


Phe 


Leu 


Met 


Leu 


Gly 
215 


Pro 


Cys 


Ala 


Leu 


He 
220 


Val 


Leu 


Ser 


Tyr 


Val 


Arg 


He 


Gly Ala 


Ala 


He 


Leu 


Arg 


Leu 


Pro 


Ser 


Ala 


Ala Gly Arg 


225 










230 










235 










240 


Arg 


Arg 


Ala 


Val 


Ser 
245 


Thr 


Cys 


Gly 


Ser 


His 
250 


Leu 


Thr 


Met 


Val 


Gly 
255 


Phe 


Leu 


Tyr 


Gly 


Thr 
260 


He 


He 


Cys 


Val 


Tyr 
265 


Phe 


Gin 


Pro 


Pro 


Phe 
270 


Gin 


Asn 


Ser 


Gin 


Tyr 


Gin Asp Met 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Ala 


He 


Thr 






275 










280 










285 








Pro 


Leu 
290 


Ala 


Asn 


Pro 


Phe 


Val 
295 


Tyr 


Ser 


Leu 


His 


Asn 
300 


Lys 


Asp 


Val 


Lys 


Gly 


Ala 


Leu 


Cys 


Arg 


Leu 


Leu 


Glu Trp Val 


Lys 


Val 


Asp 


Pro 






305 










310 










315 













<210> 1884 
<211> 307 
<212> PRT 

<213> Unknown (H38g802 protein) 
<220> 

<223> Synthetic construct 
<400> 1884 

Met Leu Asn Thr Thr Ser Val Thr Glu Phe Leu Leu Leu Gly Val Thr 
15 10 15 
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Asp 


lie 


Gin 


Glu 


Leu 


Gin 


Pro 


Phe 


Leu 


Phe 


Val 


Val 


Phe 


Leu 


Thr 


He 






20 










25 










30 






Tyr 


Phe 


He 


Ser 


Val 


Thr 


Gly 


Asn 


Gly 


Ala 


Val 


Leu 


Met 


He 


Val 


He 




35 










40 










45 








Ser 


Asp 


Pro 


Arg 


Leu 


His 


Ser 


Leu 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


Asn 


Leu 




50 










55 










60 










Ser 


Tyr 


Leu 


Asp 


He 


Cys 


Tyr 


Ser 


Thr 


Val 


Thr 


Leu 


Pro 


Lys 


Met 


Leu 


65 










70 










75 










80 


Gin 


Asn 


Phe 


Leu 


Ser 


Thr 


His 


Lys 


Ala 


He 


Ser 


Phe 


Leu 


Gly 


Cys 


He 










85 










90 










95 




Ser 


Gin 


Leu 


His 


Phe 


Phe 


His 


Phe 


Leu 


Gly 


Ser 


Thr 


Glu 


Ser 


Met 


Leu 








100 










105 










110 






Phe 


Ala 


Val 


Met 


Ala 


Phe 


Asp 


Leu 


Ser 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








Arg 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Pro 


Gin 


Leu 


Cys 


Thr 


Gin 


Met 


Ala 


He 




130 










135 










140 










Thr 


lie 


Trp 


Val 


He 


Gly 


Phe 


Phe 


His 


Ala 


Leu 


Leu 


His 


Ser 


Val 


Met 


145 










150 










155 










160 


Thr 


Ser 


Arg 


Leu 


Asn 


Phe 


Cys 


Gly 


Ser 


Asn 


Arg 


He 


His 


His 


Phe 


Leu 










165 










170 










175 




Cys 


Asp 


He 


Lys 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Gly 


Asn 


Thr 


Glu 


Leu 








180 










185 










190 






Asn 


Gin 


Trp 


Leu 


Leu 


Ser 


Thr 


Val 


Thr 


Gly Thr 


He 


Ala 


Met 


Gly 


Pro 






195 










200 










205 








Phe 


Phe 


Leu 


Thr 


Leu 


Leu 


Ser 


Tyr 


Phe 


Tyr 


He 


He 


Thr 


Tyr 


Leu 


Phe 




210 










215 










220 










Phe 


Lys 


Thr 


Arg 


Ser 


Cys 


Ser 


Met 


Leu 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Phe 


Met 


Val 


Val 


He 


Leu 


Phe 


Tyr Ala 


Pro 


Val 


Leu 


Phe 










245 










250 










255 




Thr 


Tyr 


He 


His 


Pro 


Ala 


Leu 


Glu 


Ser 


Phe 


Met 


Asp 


Gin 


Asp 


Arg 


He 








260 










265 










270 






Val 


Ala 


He 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Val 


Leu 


Asn 


Pro 


Leu 


He 






275 










280 










285 








Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly Ala 


Leu 


Gly 


Arg 


Val 


He 




290 










295 










300 











Arg Arg Leu 
305 



<210> 1885 
<211> 320 
<212> PRT 

<213> Unknown (H38g803 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(320) 

<223> Xaa - Any Amino Acid 



<400> 1885 

Gin Pro Arg Asn Leu Thr Asp Val 

1 5 
Ser Glu Asp Pro Glu Leu Gin Pro 
20 

Met Tyr Leu Val Thr Val Leu Arg 

35 40 
Ser Ser Asp Ser His Leu His Thr 

50 55 
Leu Cys Trp Ala Asp He Gly Phe 



Xaa Glu Phe Leu Leu Met Gly Leu 

10 15 
Val Leu Ala Gly Leu Ser Leu Ser 
25 30 
Asn Leu Leu Ser He Leu Ala Val 
45 

Pro Met Tyr Phe Phe Leu Ser Asn 
60 

Thr Ser Ala Thr Val Pro Lys He 
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65 70 75 80 



He 


Val 


Asp 


Met 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


Tyr 


Val 


Gly Cys 










85 










90 










95 




Leu 


Thr 


Arg 


Met 
100 


Ser 


Phe 


Leu 


Val 


Leu 
105 


Phe 


Ala 


Cys 


He 


Glu 
110 


Asp 


Met 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Tyr Asp Cys 


Phe 


Val 


Ala 


He 


Cys 


Arg 


Pro 






115 










120 










125 








Leu 


His 
130 


Tyr 


Pro 


Val 


He 


Val 
135 


Asn 


Ala 


His 


Leu 


Arg 
140 


Val 


Phe 


Leu 


Val 


Leu 


Val 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Ser 


Xaa 


145 










150 










155 










160 


He 


Val 


Leu 


Gin 


Phe 
165 


Thr 


Phe 


Phe 


Lys 


Asn 
170 


Val 


Glu 


He 


Ser 


Asn 
175 


Phe 


Val 


Cys 


Glu 


Pro 
180 


Ser 


Gin 


Leu 


Leu 


Lys 
185 


Leu 


Ala 


Cys 


Ser 


Asp 
190 


Ser 


He 


He 


Asn 


Ser 
195 


He 


Phe 


lie 


Tyr 


Phe 
200 


Asp 


Ser 


Thr 


Met 


Phe 
205 


Gly 


Phe 


Leu 


Pro 


He 
210 


Ser 


Gly 


He 


Leu 


Leu 
215 


Ser 


Tyr 


Cys 


Lys 


He 
220 


Val 


Pro 


Ser 


He 


Leu 


Arg 


He 


Ser 


Thr 


Ser 


Asp 


Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ser 


His 


Leu 


Ala 


Leu 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly Ala 


Gly 


He Gly 










245 










250 










255 




Val 


Tyr 


Leu 


Thr 


Ser 


Ala 


Val 


Ser 


Pro 


Pro 


Pro Arg 


Asn 


Gly Val Val 








260 










265 










270 






Val 


Ser 


Val 
275 


Met 


Tyr 


Thr 


Val 


Val 
280 


Thr 


Pro 


Met 


Leu 


Asn 
285 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn Arg 


Asp 


He 


Gin 


Ser 


Thr 


Leu 


Arg 


Arg 


Leu 


Leu 




290 










295 










300 










Ser 


Arg 


Thr 


Val 


Glu 


Ser 


Pro 


Xaa 


Ser 


Val 


Pro 


Ser 


Phe 


Phe 


Leu 


Cys 


305 










310 










315 










320 



<210> 1886 
<211> 328 
<212> PRT 

<213> Unknown (H38g804 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(328) 

<223> Xaa = Any Amino Acid 



<400> 1886 



Met 


Ala 


Pro 


Gly 


Asn 


Gly 


Ser 


Phe 


Val 


Thr 


Glu 


Phe 


He 


Leu Ala Gly 


1 








5 










10 










15 




Leu 


Thr 


His 


Gin 
20 


Pro 


Asp 


Leu 


Gin 


Ser 
25 


Pro 


Leu 


Phe 


Phe 


Leu 
30 


Phe 


Leu 


Val 


He 


Tyr 

35 


Val 


Val 


Thr 


Leu 


Leu 
40 


Gly 


Asn 


Leu 


Gly 


Leu 
45 


Val 


Thr 


Leu 


He 


Gly 
50 


Leu 


Asn 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


Leu 


Cys 


Tyr 


Ser 


Ser 


Val 


Phe 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Met 


Asn 


Phe 
85 


He 


Ser 


Glu 


Lys 


Asn 
90 


He 


Met 


Ser 


Phe 


Lys 
95 


Gly 


Cys 


Met 


Thr 


Gin 
100 


Leu 


Ser 


Phe 


Tyr 


Xaa 
105 


Phe 


Phe 


Val 


Val 


He 
110 


Ser 


Glu 


Gly 


Tyr 


Val 


Leu 


Thr 


Ser 


Met 


Ala 


Tyr 


Asp Arg 


Val 


Ala 


He 


Cys 


Thr 






115 










120 










125 
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Pro 


Leu 
130 


Leu 


Tyr 


His 


lie 


Ala 
135 


Met 


Ser 


Pro 


Thr 


Val 
140 


Cys 


Ser 


Ser 


Leu 


Met 


Phe 


Gly 


Ser 


Tyr 


Leu 


Met 


Pro 


Phe 


Ser 


Gly Ala 


Met 


Ala 


His 


Thr 


145 










150 










155 










160 


Gly Cys 


Met 


Leu 


Arg 


Leu 


Thr 


Phe 


Cys 


Asp 


Ala 


Asn 


Thr 


He 


Asp 


His 










i /re 

loo 










170 










175 




Tyr 


Phe 


Cys 


Asp 

1 QA 

lot) 


lie 


Leu 


Pro 


Leu 


Leu 
185 


Gin 


Leu 


Ser 


Cys 


Thr 
190 


Ser 


Thr 


Tyr 


He 


Asn 
195 


Glu 


Leu 


Val 


Val 


Phe 
200 


Thr 


Val 


Val 


Gly 


He 
205 


Asn 


He 


He 


Val 


Pro 
210 


Tnr 


val 


Thr 


He 


Phe 
215 


He 


Ser 


Tyr 


Gly 


Phe 
220 


He 


Leu 


Ser 


Ser 


He 


Leu 


His 


He 


Ser 


Ser 


Lys 


Glu Gly Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


He 


He 


Ala 


Val 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser 


Gly Ala 










245 










250 










255 




Phe 


Met 


Tyr 


Leu 
260 


Asn 


Pro 


Ser 


Ser 


Ala 
265 


Gly 


Ser 


Met 


Asp 


Lys 
270 


Arg 


Lys 


Leu 


Ser 


Ser 
275 


Val 


Phe 


Tyr 


Thr 


Asn 
280 


Val 


Val 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Leu 


He 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Lys 
295 


Asp 


Val 


Lys 


Phe 


Ala 
300 


Leu 


Arg 


Lys 


Ala 


Leu 


Ser 


Ser Arg 


Lys 


Leu 


Xaa 


Xaa 


Val 


He 


Val 


Cys 


Val 


Cys 


Val 


Tyr 


305 










310 










315 










320 


Ser 


His 


Lys 


Thr 


Gly 
325 


He 


Phe 


Cys 



















<210> 1887 
<211> 310 
<212> PRT 

<213> Unknown (H38g805 protein) 
<220> 

<223> Synthetic construct 



<400> 1887 

Met Gly Arg Asn Asn Leu Thr Arg Pro Ser Glu Phe He Leu Leu Gly 

1 5 10 15 

Leu Ser Ser Arg Pro Glu Asp Gin Lys Pro Leu Phe Ala Val Phe Leu 

20 25 30 

Pro He Tyr Leu He Thr Val He Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He Arg Ser Asp Thr Arg Leu Gin Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

He Leu Ser Phe Val Asp He Cys Tyr Val Thr Val He He Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Leu Ser Glu Thr Lys Thr He Ser Tyr Ser Glu 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Ala Phe Gly Asn Thr Asp Ser 

100 105 110 

Tyr Leu Leu Ala Ala Met Ala He Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Phe His Tyr He Thr He Met Ser His Arg Cys Cys Val Leu Leu 

130 135 140 

Leu Val Leu Ser Phe Cys He Pro His Phe His Ser Leu Leu His He 
145 150 155 160 

Leu Leu Thr Asn Gin Leu He Phe Cys Ala Ser Asn Val He His His 

165 170 175 

Phe Phe Cys Asp Asp Gin Pro Val Leu Lys Leu Ser Cys Ser Ser His 

180 185 190 

Phe Val Lys Glu He Thr Val Met Thr Glu Gly Leu Ala Val He Met 
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195 

Thr Pro Phe Ser Cys He lie 
210 215 
Val Leu Lys lie Pro Ser Ala 
225 230 
Cys Gly Ser His Leu Thr Val 
245 

Tyr Leu Tyr Phe Gin Pro Leu 
260 

Ala Thr He He Tyr Thr Val 
275 

Tyr Ser Leu Arg Asn Lys Asp 
290 295 
His Arg Met Lys Cys Gin 
305 310 

<210> 1888 
<211> 315 
<212> PRT 
<213> Unknown (H3 8g806 protein) 

<220> 

<223> Synthetic construct 



<400> 1888 



Met 


Glu 


He 


Val 


Ser 


Thr 


Gly 


Asn 


Glu 


Thr 


He 


Thr 


Glu 


Phe 


Val 


Leu 


1 








5 
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15 




Leu 


Gly 


Phe 


Tyr 
20 


Asp 


He 


Pro 


Glu 


Leu 
25 


His 


Phe 


Leu 


Phe 


Phe 
30 


He 


Val 


Phe 


Thr 


Ala 


Val 


Tyr 


Val 


Phe 


He 


He 


He 


Gly Asn 


Met 


Leu 


He 


He 






35 










40 










45 








Val 


Ala 
50 


Val 


Val 


Ser 


Ser 


Gin 

55 


Arg 


Leu 


His 


Lys 


Pro 
60 


Met 


Tyr 


He 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


He 


Leu 


Tyr 


Thr 


Ser 


Ala 


Val 


Met 


65 










70 










75 










80 


Pro 


Lys 


Met 


Leu 


Glu 
85 


Gly 


Phe 


Leu 


Gin 


Glu 
90 


Ala 


Thr 


He 


Ser 


Val 
95 


Ala 


Gly 


Cys 


Leu 


Leu 
100 


Gin 


Phe 


Phe 


He 


Phe 
105 


Gly 


Ser 


Leu 


Ala 


Thr 
110 


Ala 


Glu 


Cys 


Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr Asp 


Arg 


Tyr 


Leu 


Ala 


He 


Cys 






115 










120 










125 








Tyr 


Pro 
130 


Leu 


His 


Tyr 


Pro 


Leu 
135 


Leu 


Met 


Gly 


Pro 


Arg 
140 


Arg 


Tyr 


Met 


Gly 


Leu 


Val 


Val 


Thr 


Thr 


Trp 


Leu 


Ser Gly 


Phe 


Val 


Val 


Asp 


Gly 


Leu 


Val 


145 










150 










155 










160 


Val 


Ala 


Leu 


Val 


Ala 
165 


Gin 


Leu 


Arg 


Phe 


Cys 
170 


Gly 


Pro 


Asn 


His 


He 
175 


Asp 


Gin 


Phe 


Tyr 


Cys 


Asp 


Phe 


Met 


Leu 


Phe 


Val 


Gly Leu 


Ala 


Cys 


Ser 


Asp 








180 










185 










190 






Pro 


Arg 


Val 
195 


Ala 


Gin 


Val 


Thr 


Thr 
200 


Leu 


He 


Leu 


Ser 


Val 
205 


Phe 


Cys 


Leu 


Thr 


He 
210 


Pro 


Phe 


Gly 


Leu 


He 
215 


Leu 


Thr 


Ser 


Tyr 


Ala 
220 


Arg 


He 


Val 


Val 


Ala 


Val 


Leu 


Arg 


Val 


Pro 


Ala 


Gly Ala 


Ser 


Arg 


Arg 


Arg 


Ala 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ser 


Ser 


His 
245 


Leu 


Ala 


Val 


Val 


Thr 
250 


Thr 


Phe 


Tyr 


Gly 


Thr 
255 


Leu 


Met 


He 


Phe 


Tyr 
260 


Val 


Ala 


Pro 


Ser 


Ala 
265 


Val 


His 


Ser 


Gin 


Leu 
270 


Leu 


Ser 


Lys 


Val 


Phe 
275 


Ser 


Leu 


Leu 


Tyr 


Thr 
280 


Val 


Val 


Thr 


Pro 


Leu 
285 


Phe 


Asn 


Pro 
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200 

He Ser Tyr Leu Arg 
220 

Ala Gly Lys Arg Lys 
235 

Val Thr Leu Phe Tyr 
250 

Ser Asn Tyr Thr Val 
265 

Leu Thr Pro Met Leu 
280 

Met Lys Gin Gly Leu 
300 



205 

He Leu He Thr 

Ala Phe Ser Thr 
240 

Gly Ser He Ser 
255 

Lys Asp Gin He 
270 

Asn Pro Phe He 
285 

Ala Lys Leu Met 
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Val lie Tyr Thr Met Arg Asn Lys Glu Val His Gin Ala Leu Arg Lys 

290 295 300 

lie Leu Cys He Lys Gin Thr Glu Thr Leu Asp 
305 310 315 

<210> 1889 
<211> 188 
<212> PRT 

<213> Unknown (H38g807 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(188) 

<223> Xaa = Any Amino Acid 



<400> 1889 



His 


Trp 


Lys 


He 


Leu 


Arg 


Arg 


Asn 


Ser 


Lys 


Met 


He 


His 


Glu 


He 


He 
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Xaa 


Thr 


Leu 


Cys 
20 


Gin 


He 


Leu 


Tyr 


Ser 
25 


Glu 


Asp 


Lys 


Thr 


Cys 
30 


Tyr 


He 


Gin 


He 


Gin 
35 


Ser 


Leu 


Phe 


Cys 


Thr 
40 


Asp 


Leu 


Glu 


He 


Pro 
45 


Asn 


Phe 


Phe 


Cys 


Glu 


Leu 


Asn 


Xaa 


Val 


Val 


His 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Phe 


Leu 


50 










55 










60 










Lys 


Asp 


He 


Val 


Arg 


Tyr 


Cys 


Thr 


Thr 


Met 


Leu 


Leu 


Ser 


Gly Gly 


Pro 


65 








70 










75 










80 


He 


Ala 


Gly 


He 


Phe 


Tyr 


Ser 


Phe 


Ser 


Lys 


He 


He 


Ser 


Ser 


He 


Cys 








85 










90 










95 




Ala 


He 


Pro 


Ser 
100 


Ala 


Gin 


Gly 


Lys 


His 
105 


Lys 


Ala 


Phe 


Pro 


Thr 
110 


Cys 


Val 


Ser 


His 


Leu 


Ser 


Asn 


Met 


Ser 


Leu 


Phe 


Tyr 


Cys 


Arg 


Ser 


Thr Gly 


Leu 






115 










120 










125 








Tyr 


Leu 


Ser 


Phe 


Ala 


Ala 


Thr 


His 


Asn 


Ser 


Cys 


Ser 


Asn 


Ala 


Thr 


Ala 


130 










135 










140 










Ser 


Val 


Arg 


His 


Thr 


Val 


Val 


Lys 


Pro 


Leu 


Leu 


Asn 


Val 


Phe 


He 


Leu 


145 








150 










155 










160 


Lys 


Ser 


Ser 


Asn 


Lys 


Asp 


He 


Lys 


Xaa 


Ala 


Leu 


Lys 


Val 


Phe 


Phe 


Arg 








165 










170 










175 




Gly 


Lys 


Gin 


Trp 
180 


Lys 


His 


His 


Phe 


Ser 
185 


Lys 


Ser 


Ala 











<210> 1890 
<211> 313 
<212> PRT 

<213> Unknown (H38g808 protein) 
<220> 

<223> Synthetic construct 



<400> 1890 



Met 


Glu 


Lys 


Arg 


Asn 


Leu 


Thr 


Val 


Val 


Arg 


Glu 


Phe Val 


Leu Leu Gly 


1 








5 










10 










15 




Leu 


Pro 


Ser 


Ser 
20 


Ala 


Glu 


Gin 


Gin 


His 
25 


Leu 


Leu 


Ser 


Val 


Leu 
30 


Phe 


Leu 


Cys 


Met 


Tyr 


Leu 


Ala 


Thr 


Thr 


Leu 


Gly 


Asn 


Met 


Leu 


He 


He 


Ala 


Thr 




35 










40 










45 








He 


Gly 
50 


Phe 


Asp 


Ser 


His 


Leu 
55 


His 


Ser 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ala 


Phe 


Val 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Gin 
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70 










75 
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We L. 


val 


Val 


Asn 


He Leu Thr Gly Thr 


Lys 


Thr 


He 


Ser 


Phe 


Ala 


Glv 










0 j 
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Cys 


Leu 


mv, r 
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Leu 
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XT l ICS 


Val 


Ser 
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Asn 
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1 on 

1UU 
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Leu 


Leu 


Leu 


Cys 


vai 


1*1 tr L. 


Al A 
nia 


iyi 




Arg Tyr Val 


Ala 
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His 
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11D 
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125 








Piro 


Leu 


HIS 


Tyr 


1 111 




Arg 


Mat* 
1*1 1= 


A Qn 
noil 


Leu 


Cys 


Leu Cys 


Val 


Gin 


Leu 




1 OA 

IJU 










135 










140 










Val 


Ala 




Leu 


Trp 


Leu 


vai 


1 111 


iyi 


Leu 


His 


Ala 


Leu 


Leu 


His 


Thr 


l^c 
14D 










ISO 

1 J V 










155 










160 


vai 


Leu 


lie 


Ala 
Ala 


ni n 
uin 


Leu 




rue 


Owe; 


Ala 


Ser 


Asn 


He 


He 


His 


His 










1 fiR 
10 j 










1 / U 










175 




rTlG 


Leu 


Cys 


Asp 


Leu 


Asn 


Pro 


Leu 


Leu 


vain 


Leu 


Ser 


Cys 


Ser 


Asp 


Val 








loll 










lOJ 










190 






Ser 


t*ne 


Asn 


Val 




116 


1 le 


ill" 


Ala 
nld 


vai 


Gly Asp Leu 


Leu 


Ala 


Leu 
















£ u u 










205 








Tnr 


Fro 


Leu 


vai 


Cys 


lie 


Leu 


val 


Ser 


Tyr 


Gly Leu 


He 


Phe 


Cay 


Thr 




Z1\J 










1 0 










220 










vai 


Leu 


iiys 


lie 


inr 




inr 


(jin 


r*i 
*jiy 


Lys 


Gin 


Arg 


Ala 


Val 


Cor 


Thr 






















235 










240 


Cys 


Ser 


Cys 


HIS 


Leu 


Ser 


Val 


Val 


Val 


Leu 


Phe 


Tyr 


Gly Thr 


Al « 


Tl <=» 

1 Its 










245 










250 










Z. _> _J 




Ala 


Val 


Tyr 


Phe 


Ser 


Pro 


oer 


oer 


riO 


His 


Met 


Pro 


Glu 


Ser 


Asp 


Thr 








260 










0 fiR 










270 






Leu 


Ser 


Thr 


lie 


Met 


Tyr 


oer 


riec 


vai 


Ala 


Pro 


Met 


Leu 


Asn 










275 










280 










285 








He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Arg 


Asp 


Met 


Lys 


Arg Gly Leu 


Gin 


Lys 


Mot- 




290 










295 










300 










Leu 


Leu 


Lys 


Cys 


Thr 


Val 


Phe 


Gin 


Gin 
















305 










310 






















<210> 1891 




























<211> 312 




























<212> PRT 




























<213> Unknown (H38g809 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1891 
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Glu 
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Asn 
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He 


Pro 


Lys 
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Met 


Leu 
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Lys 


Ala 
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Ser 


Tyr 


Ala 
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Leu 
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Val 
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Leu 
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Met 


Thr 


Arg 
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Phe 
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He 
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Cys 


Glu 
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Met 
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Val 
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Met 


Ala 
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He 
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He 
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Val 


Leu 


He 
200 
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Gly 


Cys 


Phe 
205 


He 


Phe 


Leu 


He 


Pro 
210 


Phe 
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Phe 


Val 


He 
215 


He 


Ser 


Tyr 


Val 


Leu 
220 


He 


He 


Arg 


Ala 


He 


Leu 


Arg 


He 


Pro 


Ser 


Val 
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Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 
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Leu 
245 


Gly 


Ala 


Val 
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Phe 
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Gly 


Thr 
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Cys 


Met 


Val 


Tyr 


Leu 
260 


Lys 


Pro 


Leu 


His 


Thr 

265 


Tyr 


Ser 


Val 


Lys 


Asp 
270 


Ser 


Val 


Ala 


Thr 


Val 
275 


Met 


Tyr 
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Val 


Val 
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Thr 


Pro 


Met 


Met 


Asn 
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Pro 
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Lys 


Asp 


Met 
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<210> 1892 
<211> 317 
<212> PRT 

<213> Unknown (H3 8g810 protein) 
<220> 

<223> Synthetic construct 



<400> 1892 
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245 250 255 

Tyr Val Tyr Leu Gin Pro Leu Ser Ser Tyr Thr Val Lys Asp Arg lie 

260 265 270 

Ala Thr lie Asn Tyr Thr Val Leu Thr Ser Val Leu Asn Pro Phe lie 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met Lys Arg Gly Leu Gin Lys Leu lie 

290 295 300 

Asn Lys lie Lys Ser Gin Met Ser Arg Phe Ser Thr Lys 
305 310 315 

<210> 1893 
<211> 309 
<212> PRT 

<213> Unknown (H38g811 protein) 
<220> 

<223> Synthetic construct 
<400> 1893 

Met Leu Asn Thr Thr Ser Val Thr Glu Phe Leu Leu Leu Gly Val Thr 

15 10 15 

Asp lie Gin Glu Leu Gin Pro Phe Leu Phe Val Val Phe Leu Thr lie 

20 25 30 

Tyr Phe lie Ser Val Ala Gly Asn Gly Ala lie Leu Met lie Val lie 

35 40 45 

Ser Asp Pro Arg Leu His Ser Pro Met Tyr Phe Phe Leu Gly Asn Leu 

50 55 60 

Ser Cys Leu Asp lie Cys Tyr Ser Ser Val Thr Leu Pro Lys Met Leu 
65 70 75 80 

Gin Asn Phe Leu Ser Ala His Lys Ala He Ser Phe Leu Gly Cys He 

85 90 95 

Ser Gin Leu His Phe Phe His Phe Leu Gly Ser Thr Glu Ala Met Leu 

100 105 110 

Leu Ala Val Met Ala Phe Asp Arg Phe Val Ala He Cys Lys Pro Leu 

115 120 125 

Arg Tyr Thr Val He Met Asn Pro Gin Leu Cys Thr Gin Met Ala He 

130 135 140 

Thr He Trp Met He Gly Phe Phe His Ala Leu Leu His Ser Leu Met 
145 150 155 160 

Thr Ser Arg Leu Asn Phe Cys Gly Ser Asn Arg He Tyr His Phe Phe 

165 170 175 

Cys Asp Val Lys Pro Leu Leu Lys Leu Ser Leu He Ser Gly Trp Leu 

180 185 190 

Ser Thr Val Thr Gly Thr He Ala Met Gly Pro Phe Phe Leu Thr Leu 

195 200 205 

Leu Ser Tyr Phe Tyr He He Thr His Leu Phe Phe Lys Thr His Ser 

210 215 220 

Phe Ser Met Leu Arg Lys Ala Leu Ser Thr Cys Ala Ser His Phe Met 
225 230 235 240 

Val Val He Leu Leu Tyr Ala Pro Val Leu Phe Thr Tyr He His His 

245 250 255 

Ala Ser Gly Thr Ser Met Asp Gin Asp Arg He Thr Ala He Met Tyr 

260 265 270 

Thr Val Val Thr Pro Val Leu Asn Pro Leu He Tyr Thr Leu Arg Asn 

275 280 285 

Lys Glu Val Lys Gly Ala Phe Asn Arg Ala Met Lys Arg Trp Leu Trp 

290 295 300 

Pro Lys Glu He Leu 
305 
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<211> 328 
<212> PRT 

<213> Unknown (H3 8g812 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (328) 

<223> Xaa = Any Amino Acid 
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<210> 1895 
<211> 272 
<212> PRT 

<213> Unknown (H38g813 protein) 
<220> 



1081 



BNSDOCID: <WO_0127158A2„L> 



WO 01/27158 



PCT/USOO/27582 



<223> Synthetic construct 
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<210> 1897 
<211> 305 
<212> PRT 

<213> Unknown <H38g815 protein) 
<220> 

<223> Synthetic construct 
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195 200 
lie Ser Tyr Thr lie lie Leu Met 

210 215 
Lys Ser Ser Lys Ala Leu Ser Thr 
225 230 
Leu Leu Phe Phe Gly Pro Cys Val 
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300 



<210> 1898 
<211> 318 
<212> PRT 

<213> Unknown (H38g816 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(318) 

<223> Xaa = Any Amino Acid 
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He 


He 


Thr 
140 


His 


Gin 


Phe 


Val 


Ala 


Lys 


Ala 


Ser 


Val 


Phe 


He 


Val 


Val 


Gin 


Asn 


Ala 


Leu 


Leu 


Leu 


Ser 


145 










150 










155 










160 


Pro 


Val 


Pro 


He 


Leu 
165 


Ser 


Ala 


Gin 


Leu 


His 
170 


Tyr 


Cys 


Arg 


Lys 


Asn 
175 


Val 


lie 


Glu 


Asn 


Cys 
180 


He 


Cys 


Ala 


Asn 


Leu 
185 


Ser 


Val 


Ser 


Arg 


Leu 
190 


Ser 


Cys 


Asp 


Asn 


Phe 


Thr 


Leu 


Asn 


Arg 


Leu 


Tyr Gin 


Phe 


Val 


Ala 


Gly 


Trp 


Thr 






195 










200 










205 








Phe 


Leu 
210 


Gly 


Ser 


Asp 


Phe 


He 
215 


Leu 


He 


Phe 


Leu 


Ser 
220 


Tyr 


Thr 


Phe 


He 


Leu 


Arg 


Ala 


Val 


Leu 


Arg 


Phe 


Lys 


Val 


Glu 


Gly Val 


Ala 


Val 


Lys 


Ala 


225 










230 










235 










240 


Leu 


Ser 


Thr 


Cys 


Gly 
245 


Ser 


His 


Phe 


He 


Leu 
250 


He 


Leu 


Phe 


Phe 


Ser 
255 


He 
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Leu Leu 


Val 


Val 


Val 


Leu 


Thr 


Asn 


Val 




Arg 




Lys 


Val 




Met 






260 










265 










270 






Asp He 


Leu 


He 


Leu 


Phe 


Asn 


Val 


Leu 


His 


Pro 


Phe 


Ser 


Pro 


Pro 


Ala 


275 










280 










285 








Leu Asn 


Pro 


He 


He 


Cys 


Gly 


Phe 


Gin 


Thr 


Lys 


Glu 


Leu 


Lys 


Lys 


Glu 


290 










295 










300 










Phe Xaa 


Lys 


Leu 


Leu Gin Arg Gly 


Leu 


Xaa 


Lys 


His 


Gly 


Arg 






305 






310 










315 












<210> 1899 




























<211> 317 




























<212> PRT 




























<213> Unknown (H3 8g817 protein) 


















<220> 






























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1),.. 


. (317) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 1899 




























Lys His 


Asn 


His 


Thr 


Ala 


Val 


Thr 


Lys 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Met 


l 






5 










10 










15 




Gly He 


Tnr 


Asp 


Asn 


Pro 


Gly 


Leu 


Gin 


Ala 


Pro 


Leu 


Phe 


Gly 


Leu 


Phe 




20 










25 










30 






Leu He 


lie 


Tyr 


Leu 


Val 


Thr 


Val 


He Gly Asn 


Leu 


Gly 


Met 


Val 


He 




J D 










40 










45 








Leu Thr 


Tyr 


Leu 


Asp 


Ser 


Lys 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 












55 










60 












Leu 


Ala 


He 


Thr 


Asp 


Leu 


Gly Tyr 


Ser 


Thr 


Val 


He 


Gly 


Pro 


65 








70 










75 










80 


Gin Met 


Met 


trie 


Ser 


Glu 


Thr 


Ser 


Tyr 


Val 


His 


Lys 


Glu 


His 


Asn 


Phe 








85 










90 










95 




Phe Tyr 


Asn 


Trp 


Tyr 


Ala 


Asn 


His 


Arg 


Ala 


Arg 


Phe 


Glu 


Arg 


Asn 


He 




100 










105 










110 






He Ser 


His 


Arg 


Gly 


He 


Leu 


Ser 


Ala 


Thr 


Asn 


Asn 


Glu 


Pro 


Tyr 


Lys 




115 










120 










125 








Pro He 


Thr 


Lys 


Gin 


Leu 


Leu 


Asn 


Pro 


He 


He 


Met 


Pro 


Glu 


Lys 


He 


130 










135 










140 










Arg Glu 


Glu 


Gin 


He 


Thr 


Val 


Pro 


Glu 


Leu 


Asp 


Lys 


Thr 


Cys 


Ala 


Pro 


145 








150 










155 










160 


Leu Phe 


Leu 


Lys 


Arg 


Lys 


Xaa 


Val 


Lys 


Thr 


Val 


Ser 


Thr 


Asn 


Pro 


Asp 








165 










170 










175 




Thr Thr 


Asn 


Asn 


Cys 


His 


Gly 


Glu 


Gly Thr Ala 


Lys 


Met 


Xaa 


He 


Leu 






180 










185 










190 






Arg Ser 


Glu 


Lys 


Lys 


Lys 


He 


Thr 


He 


He 


Lys 


Ala 


Met 


Thr 


Ala 


Gly 




195 










200 










205 








Thr Asn 


Met 


Leu 


He 


Ser 


Leu 


Ser 


He 


Val 


Leu 


He 


Ser 


Tyr 


Met 


Phe 


210 










215 










220 










He Leu 


Val 


Ala 


Asn 


Leu 


Arg 


Met 


Asn 


Ser 


Arg 


Lys 


Gly 


Arg 


Tyr 


Lys 


225 








230 










235 










240 


Ala Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


He 


Met 


Phe 


Tyr 








245 










250 










255 




Gly Thr 


Leu 


Leu 


Phe 


He 


Tyr 


Leu 


Gin 


Pro 


Lys 


Ser 


Ser 


His 


Thr 


Leu 






260 










265 










270 






Ala He 


Asp 


Lys 


Met 


Ala 


Ser 


Val 


Phe 


Tyr 


Thr 


Leu 


Leu 


He 


Pro 


Met 




275 










280 










285 








Leu Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Asp 


Ala 


290 










295 










300 










Leu Lys 


Arg 


Thr 


Leu 


Thr 


Asn 


Arg 


Phe 


Lys 


He 


Pro 


He 
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305 310 315 

<210> 1900 
<211> 220 
<212> PRT 

<213> Unknown (H38g818 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(220) 

<223> Xaa = Any Amino Acid 

<400> 1900 

Ser Asn Leu Cys Trp Ala Asp lie Gly Phe Thr Ser Ala Met Val Pro 

15 10 15 

Lys Met He Val Asp Met Gin Ser His Ser Arg Val He Pro Tyr Ala 

20 25 30 

Gly Cys Leu Thr Arg Met Ser Phe Leu Val Leu Phe Ala Cys He Glu 

35 40 45 

Asp Met Leu Leu Thr Val Met Ala Tyr Asp Cys Phe Val Ala He Cys 

50 55 60 

Arg Pro Leu His Tyr Pro Val He Met Asn Pro His Leu Cys Val Phe 
65 70 75 80 

Phe Val Leu Val Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin Leu His 

85 90 95 

Ser Xaa He Val Leu Gin Phe Thr Phe Phe Ser Asn Val Glu He Ala 

100 105 110 

Asn Phe Val Tyr Glu Pro Ser Gin Leu Leu Asn Leu Asp Cys Ser Asp 

115 120 125 

Thr Val He Asn Ser He Phe He Tyr Phe Asp Ser Met Phe Gly Phe 

130 135 140 

Leu Pro He Ser Gly He Leu Leu Ser Xaa Tyr Lys He Val Pro Ser 
145 150 155 160 

He Leu Arg Met Ser Ser Ser Asp Gly Lys Tyr Lys Ala Phe Ala Thr 

165 170 175 

Cys Gly Ser His Leu Ala Val Val Cys Xaa Phe Asp Gly Thr Gly He 

180 185 190 

Gly Met Tyr Leu Thr Ser Ala Val Ser Pro Pro Pro Arg Asn Gly Val 

195 200 205 

Ala Ala Ser Val Met Tyr Ala Val Val Thr Pro Met 
210 215 220 

<210> 1901 
<211> 31.1 
<212> PRT 

<213> Unknown (H38g819 protein) 
<220> 

<223> Synthetic construct 
<400> 1901 

Met Glu Lys Ser Asn Asn Ser Thr Leu Phe He Leu Leu Gly Phe Ser 

15 10 15 

Gin Asn Lys Asn He Glu Val Leu Cys Phe Val Leu Phe Leu Phe Cys 

20 25 30 

Tyr He Ala He Trp Met Gly Asn Leu Leu He Met He Ser He Thr 

35 40 45 

Cys Thr Gin Leu He His Gin Pro Met Tyr Phe Phe Leu Asn Tyr Leu 
50 55 60 



1086 



BNSDOCID: <WO_0127158A2_I__> 



WO 01/27158 



PCT/US00/27582 



Ser 


Leu 


Ser 


Asp 


Leu 


Cys 


Tyr 


Thr 


Ser 


Thr 


Val 


Thr 


Pro 


Lys 


Leu 


Met 


65 








70 










75 










80 


Val 


Asp 


Leu 


Leu 


Ala 


Glu 


Arg 


Lys 


Thr 


He 


Ser 


Tyr 


Asn 


Asn 


Cys 


Met 








85 










90 










95 




He 


Gin 


Leu 


Phe 


Thr 


Thr 


His 


Phe 


Phe 


Gly Gly 


He 


Glu 


He 


Phe 


He 








100 










105 










110 






Leu 


Thr 


Gly Met 


Ala 


Tyr 


Asp 


Arg Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Tyr 
130 


Thr 


He 


He 


Met 


Ser 
135 


Arg 


Gin 


Lys 


Cys 


Asn 
140 


Thr 


He 


He 


He 


Val 


Cys 


Trp 


Thr 


Gly Gly 


Phe 


He 


His 


Ser 


Ala 


Ser 


Gin 


Phe 


Leu 


Leu 


145 










150 










155 










160 


Thr 


He 


Phe 


Val 


Pro 


Phe 


Cys 


Gly Pro 


Asn 


Glu 


He 


Asp 


His 


Tyr 


Phe 










165 










170 










175 




Cys 


Asp 


Val 


Tyr 
180 


Pro 


Leu 


Leu 


Lys 


Leu 
185 


Ala 


Cys 


Ser 


Asn 


He 
190 


His 


Met 


He 


Gly 


Leu 
195 


Leu 


Val 


He 


Ala 


Asn 
200 


Ser 


Gly 


Leu 


He 


Ala 
205 


Leu 


Val 


Thr 


Phe 


Val 
210 


Val 


Leu 


Leu 


Leu 


Ser 
215 


Tyr 


Val 


Phe 


He 


Leu 
220 


Tyr 


Thr 


He 


Arg 


Ala 


Tyr 


Ser 


Ala 


Glu 


Arg 


Arg 


Ser 


Lys 


Ala 


Leu 


Ala 


Thr 


Cys 


Ser 


Ser 


225 










230 










235 










240 


His 


Val 


He 


Val 


Val 
245 


Val 


Leu 


Phe 


Phe 


Ala 
250 


Pro 


Ala 


Leu 


Phe 


He 
255 


Tyr 


He 


Arg 


Pro 


Val 


Thr 


Thr 


Phe 


Ser 


Glu 


Asp Lys Val 


Phe 


Ala 


Leu 


Phe 








260 










265 










270 






Tyr 


Thr 


He 


He 


Ala 


Pro 


Met 


Phe 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 




275 










280 










285 








Asn 


Thr 
290 


Glu 


Met 


Lys 


Asn 


Ala 
295 


Met 


Arg 


Lys 


Val 


Trp 
300 


Cys 


Cys 


Gin 


He 


Leu 


Leu 


Lys 


Arg 


Asn 


Gin 


Leu 





















305 310 

<210> 1902 
<211> 222 
<212> PRT 

<213> Unknown (H38g820 protein) 
<220> 

<223> Synthetic construct 



<400> 1902 



Arg 


Asn 


Phe 


Ser 


Phe 


Leu 


Glu 


He 


Ser 


Phe 


Thr 


Thr 


Val 


Cys 


He 


Pro 


1 








5 










10 










15 




Arg 


Phe 


Leu 


Gly 


Ala 


He 


He 


Thr 


Arg 


Asn Lys 


Thr 


He 


Ser 


Tyr 


Asn 






20 










25 










30 






Asn 


Cys 


Ala 
35 


Ala 


Gin 


Leu 


Phe 


Phe 
40 


Phe 


He 


Phe 


Met 


Gly 
45 


Val 


Thr 


Glu 


Phe 


Tyr 
50 


He 


Leu 


Thr 


Ala 


Met 
55 


Ser 


Tyr 


Asp 


Arg 


Tyr 
60 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


He 


Met 


Asn Arg 


Lys 


Leu 


Cys 


Thr 


Leu 


65 










70 










75 










80 


Leu 


Val 


Leu 


Cys 


Ala 


Trp 


Leu 


Ser Gly 


Phe 


Pro 


Thr 


He 


Phe 


Pro 


Pro 










85 










90 










95 




Leu 


Met 


Leu 


Leu 
100 


Leu 


Gin 


Leu 


Asp 


Tyr 
105 


Cys 


Ala 


Ser 


Asn 


Val 
110 


He 


Asp 


His 


Phe 


Ala 
115 


Cys 


Asp 


Tyr 


Phe 


Pro 
120 


Leu 


Leu 


Gin 


Leu 


Ser 
125 


Cys 


Ser 


Asp 


Thr 


Trp 
130 


Leu 


Leu 


Glu 


Val 


He 
135 


Gly 


Phe 


Tyr 


Phe 


Ala 
140 


Leu 


Val 


Thr 


Leu 


Leu 


Phe 


Thr 


Leu 


Ala 


Leu 


Val 


He 


Leu 


Ser 


Tyr 


Met 


Tyr 


He 


He 


Arg 
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1 so 










155 










160 


Thr 


He 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Ser 


Gin 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 








165 










170 










175 




Thr 


Cys 


Ser 


Ser 


His 


Met 


He 


Val 


He 


Ser 


He 


Ser 


Tyr Gly 


Ser 


Cys 








180 










185 










190 






He 


Phe 


Met 


Tyr Ala 


Asn 


Pro 


Ser 


Ala 


Lys 


Glu 


Lys 


Ala 


Ser 


Leu 


Thr 






195 










200 










205 








Lys 


Gly 


He 


Ala 


He 


Leu 


Asn 


Thr 


Ser 


Val 


Ala 


Pro 


Met 


Leu 








210 










215 










220 










<210> 1903 




























<211> 267 




























<212> PRT 




























<213> Unknown (H38g821 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1903 




























He 


He 


Leu 


Cys 


Phe 


Phe 


He 


He Gly 


Asn 


Ser 


Gin 


Asp 


Asn 


Ser 


Gin 


1 








5 










10 










15 




Met 


Thr 


Leu 


Met 


Asp 


Asn 


He 


Ser 


Glu 


Val 


Thr 


VjIU 


Phe 


Val 


Leu 


Val 








20 










25 










30 






Gly 


Leu 


Thr 


Asp 


Val 


Leu 


Glu 


Leu 


Gin 


Val 


Pro 


Leu 


Phe 


He 


He 


Phe 






35 










40 










45 








Thr 


Val 


He 


Tvr 


Leu 


Thr 


Thr 


Leu 


Val 


Gly Asn 


rxie 


Gly Met 


He 


Met 




50 










55 










fin 










Leu 


He 


Leu 


Leu 


Aso 


Ser 


Ara* 


Leu 


His 


He 


Pro 


Mo t~ 

rie l. 


Tyr 


Phe 


Phe 


Leu 


65 










70 










75 










80 


Gly 


Lys 


Leu 


Ser 


Leu 


Val 


Asp 


Ser 


Val 


Cys 


Ala 


Cys 


Leu 


Val 


Thr Gly 










85 










90 










95 




Ser 


Tyr 


He 


Cys 


Gly 


Leu 


Phe 


Gin 


Ser 


Ser 


He 


His 


Val 


Ala 


Phe 


Thr 








100 










105 










110 






Phe 


His 


Leu 


Ser 


Phe 


Cys 


His 


Ser 


Asn 


Val 


Val 


Asn 


His 


Phe 


Phe 


Cys 






115 










120 










125 








Asp 


He 


Pro 


Pro 


Leu 


Leu 


Ala 


Leu 


Ser 


Cys 


Ser Asp 


He Tyr Ala 


His 




130 










135 










140 










Glu 


He 


Val 


Leu 


Phe 


He 


Leu 


Ala 


Ala 


Phe 


Asn 


He 


Phe 


Phe 


Thr 


Leu 


145 










150 










155 










160 


Leu 


He 


He 


Leu 


Asn 


Ser 


Tyr 


Val 


Phe 


He 


Phe 


He 


Ala 


He 


Leu 


Arg 










165 










170 










175 




Met 


His 


Ser 


Ala 


Glu 


Gly 


Gin 


Lys 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Ala 


Tyr 








180 










185 










190 






His 


Leu 


Thr 


Thr 


Val 


Ser 


He 


Phe 


Tyr 


Gly Thr 


He 


Thr 


Phe 


Met 


Tyr 






195 










200 










205 








Leu 


Gin 


Pro 


Ser 


Ser 


Gly 


His 


Ser 


Met 


Asp 


Thr 


Asp 


Lys 


He 


Ser 


Ser 




210 










215 










220 










Val 


Phe 


Tyr 


Thr 


Met 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


Val 


Tyr 


Ser 


225 










230 










235 










240 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Gin 


Ser 


Ala 


Phe 


Lys 


Val 


Val 


He 


Gly 


Lys 










245 










250 










255 




Ala 


Lys 


Ser 


Ser 


Leu 


Gly 


Leu 


Ala 


Tyr 


Tyr 


Leu 


















260 










265 

















<210> 1904 
<211> 316 
<212> PRT 

<213> Unknown (H38g822 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 



<400> 1904 



Trp 


Xaa 


Pro 


Val 


Phe 


Asn 


Gin 


Ser 


Ala 


Pro 


Leu 


Gin 


Phe 


Val 


Phe 


Arg 


1 








5 










10 










15 




Val 


Phe 


Thr 


Thr 
20 


Val 


Pro 


Glu 


Phe 


Gin 
25 


Val 


Leu 


Leu 


Phe 


Leu 
30 


Leu 


Phe 


Leu 


Leu 


Phe 


Tyr 


Leu 


Met 


He. 


Leu 


Cys 


Gly Asn Thr Ala 


He 


He 


Trp 






35 










40 










45 








Val 


Val 
50 


Cys 


Thr 


Tyr 


Ser 


Val 
55 


Leu 


Arg 


Thr 


Pro 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Val 


Glu 


He 


Cys 


Tyr 


Thr 


Thr 


Val 


Val 


Val 


Pro 


65 










70 










75 










80 


Leu 


Met 


Leu 


Ser 


Asn 
85 


He 


Phe 


Gly 


Ala 


Gin 
90 


Lys 


Pro 


He 


Pro 


Leu 
95 


Ala 


Gly 


Cys 


Gly 


Ala 


Gin 


Met 


Phe 


Phe 


Phe 


Leu 


Thr 


Leu 


Gly Gly Ala Asp 








100 










105 










110 






Cys 


Phe 


Leu 


Leu 


Ala 


He 


Val 


Ala 


Tyr Asp Arg Tyr Val 


Ala 


He 


Cys 




115 










120 










125 








His 


Pro 
130 


Leu 


His 


Tyr 


Arg 


Leu 
135 


He 


Met 


Thr 


Cys 


Asn 
140 


Leu 


Cys 


Val 


Gin 


Met 


Leu 


Gly 


Gly Ala Val 


Gly Leu 


Ala 


Leu 


Phe 


Leu 


Ser 


Leu 


Gin 


Leu 


145 










150 










155 










160 


Thr 


Ala 


Leu 


He 


Phe 


Thr 


Leu 


Pro 


Phe 


Cys 


Gly Tyr Arg 


Gin 


Glu 


He 










165 










170 










175 




Asn 

■■i 


His 


Phe 


Leu 
180 


Cys 


Asp 


Val 


Pro 


Pro 
185 


Val 


Leu 


Arg 


Leu 


Ala 
190 


Cys 


Ala 


Ala 


He 


Arg 
195 


Val 


His 


Gin 


Ala 


Val 
200 


Leu 


Tyr 


Val 


Val 


Ser 
205 


He 


Leu 


Val 


Leu 


Thr 
210 


Val 


Pro 


Phe 


Leu 


Leu 
215 


He 


Cys 


Val 


Ser 


Tyr 
220 


Val 


Phe 


He 


Thr 


Cys 


Ala 


He 


Leu 


Ser 


He 


Arg 


Ser 


Ala 


Glu Gly Arg 


His 


Gin 


Ala 


Phe 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Leu 


Leu 


Gin 


Tyr 


Gly Cys 








245 










250 










255 




Cys 


Ala 


Leu 


Ala 
260 


Tyr 


Leu 


His 


Pro 


Gin 
265 


Ser 


Ser 


Ser 


Ser 


Ala 
270 


Asp 


Glu 


Asp 


Arg 


Gin 


Phe 


Ala 


Leu 


Val 


Tyr 


Thr 


Phe 


He 


Thr 


Pro 


Leu 


Leu 


Asn 




275 










280 










285 








Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg Asn 


Lys Asp Val 


Lys 


Gly Ala Leu Glu 




2S0 


■/ 








295 










300 










Lys 


Ser 


Ala 


Gin 


Tyr 


Gin 


Arg Asp 


Thr 


Xaa 


Val 


Leu 










305 










310 










315 













<210> 1905 
<211> 312 
<212> PRT 

<213> Unknown (H38g823 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 

<400> 1905 

Met Xaa Asn Ser Arg Glu Ala Ser Gin Phe He Phe Leu Gly Leu Ser 
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<210> 1906 
<211> 318 
<212> PRT 

<213> Unknown (H38g824 protein) 
<220> 

<223> Synthetic construct 
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<210> 1908 
<211> 131 
<212> PRT 

<213> Unknown (H38g826 protein) 
<220> 

<223> Synthetic construct 
<400> 1908 
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<210> 1909 
<211> 311 
<212> PRT 

<213> Unknown (H38g827 protein) 
<220> 

<223> Synthetic construct 
<400> 1909 

Met Glu He Lys Asn Tyr Ser Ser Ser Thr Ser Gly Phe He Leu Leu 

15 10 15 

Gly Leu Ser Ser Asn Pro Gin Leu Gin Lys Pro Leu Phe Ala He Phe 

20 25 30 
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35 40 45 
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<210> 1910 
<211> 313 
<212> PRT 

<213> Unknown (H3 8g828 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(313) 

<223> Xaa = Any Amino Acid 
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Ala 


Glu 
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Val Leu 


Leu 


Gly 
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Thr 


Asn 


Arg 


Trp Asp 


Leu 


Arg 


Val 


Ala 


Leu 


Phe 
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Leu Thr 


Cys 


Leu 


Pro 


Val 


Tyr 


Leu 


Val Ser 


Leu 


Leu 


Gly Asn Met 


Gly 
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Met Ala 
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Leu 
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Arg 


Met 


Asp Ala Arg Leu 
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Thr 


Pro 


Met 


Tyr 
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Ser 


Ser 


Ala 
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Pro 
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Thr 
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Ala 
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Gin 


Met Phe 


Val 
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Gly Leu 


Ala 
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Asp Thr 


Glu 
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Ala Met 
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Tyr 
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Tyr 
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Gin 
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Ala 
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Leu 


Gly 


Ala 


Ser Gly Leu Gly Gly Ala Val 


Ser 


Ala 
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Phe Val 


His 
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Thr 


Leu 


Thr 


Phe 
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Ser 


Phe 


Cys 


Arg 


Ser 


Arg 
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Ser 
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Phe 
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Asp 


He Pro 


Pro 


Leu 


Leu 


Ala 


He 


Ser 
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